APPENDIX 1

National Program 301
Plant Genetic Resources, Genomics, and Genetics Improvement

ACCOMPLISHMENT REPORT 2006 — 2011

Research Projects in National Program 301*
[By Action Plan Component and Problem Statement]

Component 1: Plant and Microbial Genetic Resource Management

Problem Statement 1A: Efficiently and Effectively Manage Plant and Microbial Genetic Resources.

1230-21000-133-00D
EDUCATION AND VISITOR SERVICES AT THE U.S. NATIONAL ARBORETUM — Nancy Luria (P); U.S. National
Arboretum, Washington, D.C.

1230-21000-135-00D
ESTABLISH PUBLIC DISPLAY GARDENS FOR WOODY AND HERBACEOUS LANDSCAPE PLANTS — Scott Aker (P);
U.S. National Arboretum, Washington, D.C.

1230-21000-137-00D

GENETIC RESOURCES, EVALUATION, AND INFORMATION MANAGEMENT OF WOODY LANDSCAPE PLANT
GERMPLASM — Richard Olsen (P), Kevin Conrad, and Mark Roh; U.S. National Arboretum, Washington,
D.C.

1275-21000-226-00D
NATIONAL RHIzOBIUM GERMPLASM RESOURCE COLLECTION, GENETIC RESOURCE MANAGEMENT, SYSTEMATICS,
AND BIOINFORMATICS — Peter Van Berkum (P); Beltsville, Maryland

1275-21000-227-00D
PLANT EXPLORATIONS TO ACQUIRE CROP GENETIC RESOURCES — Karen Williams (P) and Edward Garvey;
Beltsville, Maryland

1275-21000-228-00D
EXCHANGE OF CROP GENETIC RESOURCES AND ASSOCIATED DOCUMENTATION FOR THE U.S. NATIONAL PLANT
GERMPLASM SYSTEM — Edward Garvey (p), John Wiersema, and Karen Williams; Beltsville, Maryland

1275-21220-226-00D
OPERATING AND DEVELOPING THE GERMPLASM RESOURCES INFORMATION NETWORK FOR THE U.S. GENETIC
RESOURCES PROGRAM — Gary Kinard (P); Beltsville, Maryland

1275-22000-268-00D
THE U.S. NATIONAL FUNGUS COLLECTIONS AND DEVELOPMENT OF ON-LINE RESOURCES ABOUT FUNGI — Amy
Rossman (P); Beltsville, Maryland

* Because of the nature of their research, many NP 301 projects contribute to multiple Problem Statements and are
listed accordingly. For the sake of consistency, projects are listed and organized in Appendix 1 and 2 according to
the ARS project number used to track projects in the Agency’s internal database. A (P) after a scientist's name
indicates the project’s principal investigator.
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Problem Statement 1A: Efficiently and Effectively Manage Plant and Microbial Genetic Resources
[CONTINUED]

1910-21000-019-00D
CONSERVATION AND CHARACTERIZATION OF GERMPLASM OF SELECTED VEGETABLE CROPS — Larry Robertson
(P), Joanne Labate, and Angelo Baldo; Geneva, New York

1910-21000-020-00D
CONSERVATION AND UTILIZATION OF THE GENETIC RESOURCES OF APPLES, GRAPES, AND TART CHERRIES —
Gan-Yuan Zhong (P) and Angela Baldo; Geneva, New York

3611-21000-022-00D
CONSERVATION AND UTILIZATION OF MAIZE GENETIC STOCKS — Martin Sachs (P); Urbana, lllinois

3611-21000-023-00D
SOYBEAN GENETIC MANAGEMENT AND UTILIZATION — Steven Clough (P) and Randall Nelson; Urbana, lllinois

3620-22410-012-00D

MANAGEMENT AND GENETIC CHARACTERIZATION OF AGRICULTURAL AND BIOTECHNOLOGICAL MICROBIAL
RESOURCES — David Labeda (P), Todd Ward, Stephen Peterson, Cletus Kurtzman, and Kerry Donnell;
Peoria, lllinois

3625-21000-053-00D
PLANT GENETIC RESOURCE AND INFORMATION MANAGEMENT — Candice Gardner (P), Charles Block, and
Mark Widrlechner; Ames, lowa

3655-21000-051-00D
CONSERVATION AND UTILIZATION OF POTATO GENETIC RESOURCES — John Bamberg (P), David Spooner, and
Shelley Jansky; Sturgeon Bay, Wisconsin

5302-21000-010-00D
ARID LAND PLANT GENETIC RESOURCES CONSERVATION, EVALUATION, AND INFORMATION MANAGEMENT — John
Preece (P) and Gabriela Romano; Davis, California

5306-21000-018-00D
MANAGEMENT OF GENETIC RESOURCES FOR VITIS, PRUNUS, JUGLANS, FICUS, OLEA, PISTACIA, PUNICA,
DIOSPYROS, ACTINIDIA, AND MORUS — John Preece (P) and Mallikarjuna Aradhya; Davis, California

5310-21000-009-00D
MANAGEMENT OF CITRUS AND DATE GENETIC RESOURCES AND INFORMATION — Richard Lee (P) and Robert
Krueger; Riverside, California

5320-21000-012-00D
ASSURING LONG TERM PRESERVATION OF TROPICAL CROPS VIA GENETIC RESOURCE MANAGEMENT — Francis
Zee (P), Lisa Keith, Tracie Matsumoto Brower, and Dennis Gonsalves; Hilo, Hawalii

5341-21000-004-00D
ARCTIC AND SUBARCTIC PLANT GENETIC RESOURCES CONSERVATION, RESEARCH, AND INFORMATION
MANAGEMENT — Nancy Robertson (P), Danny Barney, and Kim Hummer; Palmer, Alaska

5348-21000-022-00D
ACQUISITION, EVALUATION AND CONSERVATION OF TEMPERATE FORAGE LEGUME GENETIC RESOURCES —
Stephanie Greene (P) and Jinguo Hu; Prosser, Washington
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5348-21000-026-00D

RESEARCH, ACQUISITION, MANAGEMENT, AND DOCUMENTATION OF PLANT GENETIC RESOURCES — Jinguo Hu
(P), Frank Dugan, Stephen Clement, Richard Johnson, Clarice Coyne, Barbara Hellier, Molly Welsh,
Theodore Kisha, and Vicki Bradley; Pullman, Washington

5358-21000-038-00D
MANAGEMENT OF TEMPERATE FRUIT NUT AND SPECIALTY CROP GENETIC RESOURCES — Kim Hummer (P),
Nahla Bassil, Barbara Reed, and Joseph Postman; Corvallis, Oregon

5366-21000-027-00D
MANAGEMENT OF NATIONAL SMALL GRAINS COLLECTION RESOURCES — Harold Bockelman (P), John
Bonman, and Blair Goates; Aberdeen, Idaho

5402-21000-007-00D
PRESERVATION AND QUALITY ASSESSMENT OF PLANT GENETIC RESOURCES — David Ellis (P), David Dierig,
and Maria Jenderek; Fort Collins, Colorado

5402-21000-012-00D

RESEARCH TO DEVELOP STRATEGIES AND TECHNOLOGIES FOR PRESERVING PLANT GENETIC DIVERSITY IN EX
SITU GENEBANKS — Christina Walters (P), David Dierig, Gayle Volk, and Christopher Richards; Fort
Collins, Colorado

6202-21000-031-00D
COTTON GENETIC RESOURCE MANAGEMENT — Richard Percy (P), James Frelichowski, Lori Hinze, and John
Yu; College Station, Texas

6202-21000-032-00D
CHARACTERIZING AND CONSERVING THE GENETIC DIVERSITY OF CARYA POPULATIONS — Larry Grauke (P) and
Tommy Thompson; College Station, Texas

6607-21000-010-00D

CONSERVATION, CHARACTERIZATION, AND EVALUATION OF CROP GENETIC RESOURCES AND ASSOCIATED
INFORMATION — Gary Pederson (P), Ming Wang, John Morris, Roy Pittman, Melanie Harrison Dunn, and
Robert Jarret; Griffin, Georgia

6631-21000-018-00D
CONSERVATION, CHARACTERIZATION, AND GENETIC IMPROVEMENT OF SUBTROPICAL AND TROPICAL
ORNAMENTAL GERMPLASM — Alan Meerow (P) and Tomas Ayala Silva; Miami, Florida

6631-21000-019-00D
CONSERVATION AND UTILIZATION OF SUBTROPICAL/TROPICAL FRUIT CROPS, SUGARCANE, AND TRIPSACUM
GENETIC RESOURCES — Raymond Schnell (P), David Kuhn, and Tomas Ayala Silva; Miami, Florida

6635-21000-046-00D
SEED INCREASE AND PHYTOSANITARY ASSESSMENT OF QUARANTINED AND TROPICALLY-ADAPTED GENETIC
RESOURCES — Ricardo Goenaga; Mayagiiez, Puerto Rico

6635-21000-047-00D
GENETIC RESOURCE MANAGEMENT OF TROPICAL/SUBTROPICAL GENETIC RESOURCES AND ASSOCIATED
INFORMATION — Brain Irish (P) and Ricardo Goenaga; Mayaguez, Puerto Rico
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1230-21000-050-00D
TAXONOMY AND GENETIC DIVERSITY ASSESSMENT OF LANDSCAPE TREES AND SHRUBS — Alan Whittemore (P)
and Joseph Kirkbride; U.S. National Arboretum, Washington, D.C.

1275-21000-228-00D
EXCHANGE OF CROP GENETIC RESOURCES AND ASSOCIATED DOCUMENTATION FOR THE U.S. NATIONAL PLANT
GERMPLASM SYSTEM — Edward Garvey (p), John Wiersema, and Karen Williams; Beltsville, Maryland

1275-21000-264-00D
MOLECULAR CHARACTERIZATION AND DIVERSITY ASSESSMENT OF COCOA GERMPLASM IN THE AMERICAS —
Dapeng Zhang (P) and Lyndel Meinhardt; Beltsville, Maryland

1910-21000-019-00D
CONSERVATION AND CHARACTERIZATION OF GERMPLASM OF SELECTED VEGETABLE CROPS — Larry Robertson
(P), Joanne Labate, and Angelo Baldo; Geneva, New York

1910-21000-020-00D
CONSERVATION AND UTILIZATION OF THE GENETIC RESOURCES OF APPLES, GRAPES, AND TART CHERRIES —
Gan-Yuan Zhong (P) and Angela Baldo; Geneva, New York

3611-21000-022-00D
CONSERVATION AND UTILIZATION OF MAIZE GENETIC STOCKS — Martin Sachs (P); Urbana, lllinois

3620-22410-012-00D

MANAGEMENT AND GENETIC CHARACTERIZATION OF AGRICULTURAL AND BIOTECHNOLOGICAL MICROBIAL
RESOURCES — David Labeda (P), Todd Ward, Stephen Peterson, Cletus Kurtzman, and Kerry Donnell;
Peoria, lllinois

3625-21000-053-00D
PLANT GENETIC RESOURCE AND INFORMATION MANAGEMENT — Candice Gardner (P), Charles Block, and
Mark Widrlechner; Ames, lowa

3655-21000-050-00D
SYSTEMATICS, GENETIC DIVERSITY ASSESSMENT, AND ACQUISITION OF POTATOES, CARROTS, AND THEIR
RELATED WILD RELATIVES — David Spooner (P) And Philipp Simon; Madison, Wisconsin

3655-21000-051-00D
CONSERVATION AND UTILIZATION OF POTATO GENETIC RESOURCES — John Bamberg (P), David Spooner, and
Shelley Jansky; Sturgeon Bay, Wisconsin

5306-21000-018-00D
MANAGEMENT OF GENETIC RESOURCES FOR VITIS, PRUNUS, JUGLANS, FICUS, OLEA, PISTACIA, PUNICA,
DIOSPYROS, ACTINIDIA, AND MORUS — John Preece (P) and Mallikarjuna Aradhya; Davis, California

5310-21000-009-00D
MANAGEMENT OF CITRUS AND DATE GENETIC RESOURCES AND INFORMATION — Richard Lee (P) and Robert
Krueger; Riverside, California

5320-21000-012-00D
ASSURING LONG TERM PRESERVATION OF TROPICAL CROPS VIA GENETIC RESOURCE MANAGEMENT — Francis
Zee (P), Lisa Keith, Tracie Matsumoto Brower, and Dennis Gonsalves; Hilo, Hawaii
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Problem Statement 1B: Assess the Systematic Relationships and Genetic Diversity of Crop Genetic
Resources. [CONTINUED]

5341-21000-004-00D
ARCTIC AND SUBARCTIC PLANT GENETIC RESOURCES CONSERVATION, RESEARCH, AND INFORMATION
MANAGEMENT — Nancy Robertson (P), Danny Barney, and Kim Hummer; Palmer, Alaska

5348-21000-022-00D
ACQUISITION, EVALUATION AND CONSERVATION OF TEMPERATE FORAGE LEGUME GENETIC RESOURCES —
Stephanie Greene (P) and Jinguo Hu; Prosser, Washington

5348-21000-026-00D

RESEARCH, ACQUISITION, MANAGEMENT, AND DOCUMENTATION OF PLANT GENETIC RESOURCES — Jinguo Hu
(P), Frank Dugan, Stephen Clement, Richard Johnson, Clarice Coyne, Barbara Hellier, Molly Welsh,
Theodore Kisha, and Vicki Bradley; Pullman, Washington

5358-21000-038-00D
MANAGEMENT OF TEMPERATE FRUIT NUT AND SPECIALTY CROP GENETIC RESOURCES — Kim Hummer (P),
Nahla Bassil, Barbara Reed, and Joseph Postman; Corvallis, Oregon

5366-21000-027-00D
MANAGEMENT OF NATIONAL SMALL GRAINS COLLECTION RESOURCES — Harold Bockelman (P), John
Bonman, and Blair Goates; Aberdeen, Idaho

5402-21000-012-00D

RESEARCH TO DEVELOP STRATEGIES AND TECHNOLOGIES FOR PRESERVING PLANT GENETIC DIVERSITY IN EX
SITU GENEBANKS — Christina Walters (P), David Dierig, Gayle Volk, and Christopher Richards; Fort
Collins, Colorado

6202-21000-031-00D
COTTON GENETIC RESOURCE MANAGEMENT — Richard Percy (P), James Frelichowski, Lori Hinze, and John
Yu; College Station, Texas

6202-21000-032-00D
CHARACTERIZING AND CONSERVING THE GENETIC DIVERSITY OF CARYA POPULATIONS — Larry Grauke (P) and
Tommy Thompson; College Station, Texas

6402-21310-003-00D
Genomics and Bioinformatics Research in Agriculturally Important Organisms — Brian Scheffler (P);
Stoneville, Mississippi

6607-21000-010-00D

CONSERVATION, CHARACTERIZATION, AND EVALUATION OF CROP GENETIC RESOURCES AND ASSOCIATED
INFORMATION — Gary Pederson (P), Ming Wang, John Morris, Roy Pittman, Melanie Harrison Dunn, and
Robert Jarret; Griffin, Georgia

6631-21000-018-00D
CONSERVATION, CHARACTERIZATION, AND GENETIC IMPROVEMENT OF SUBTROPICAL AND TROPICAL
ORNAMENTAL GERMPLASM — Alan Meerow (P) and Tomas Ayala Silva; Miami, Florida

6631-21000-019-00D
CONSERVATION AND UTILIZATION OF SUBTROPICAL/TROPICAL FRUIT CROPS, SUGARCANE, AND TRIPSACUM
GENETIC RESOURCES — Raymond Schnell (P), David Kuhn, and Tomas Ayala Silva; Miami, Florida
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Problem Statement 1B: Assess the Systematic Relationships and Genetic Diversity of Crop Genetic
Resources. [CONTINUED]

6635-21000-047-00D
GENETIC RESOURCE MANAGEMENT OF TROPICAL/SUBTROPICAL GENETIC RESOURCES AND ASSOCIATED
INFORMATION — Brain Irish (P) and Ricardo Goenaga; Mayaguez, Puerto Rico

6635-21000-049-00D

CONSERVATION, MANAGEMENT, AND GENETIC ENHANCEMENT OF SORGHUM GENETIC RESOURCES AND
ASSOCIATED INFORMATION — Hugo Cuevas (P); Mayagiez, Puerto Rico

Component 2: Crop Informatics, Genomics, and Genetic Analyses

Problem Statement 2A: Genome Database Stewardship and Informatics Tool Development.

1907-21000-029-00D
DISSECTING COMPLEX TRAITS IN MAIZE AND BIOFUEL GRASSES BY APPLYING GENOMICS, BIOINFORMATICS, AND
GENETIC RESOURCES — Edward Buckler IV (P) and Peter Bradbury; Ithaca, New York

1907-21000-031-00D
BIOINFORMATIC METHODS AND TOOLS TO PREDICT SMALL GRAIN FIELD PERFORMANCE — Jean Luc Jannink (P)
and Peter Bradbury, Ithaca, New York

1907-21000-030-00D
IDENTIFICATION OF FUNCTIONAL SEQUENCE IN PLANT GENOMES THROUGH BIOINFORMATIC, GENOMIC, AND
GENETIC APPROACHES — Doreen Ware (P); Ithaca, New York

3622-21000-032-00D

MODIFICATION OF SOYBEAN SEED COMPOSITION FOR FOOD, FEED, AND OTHER INDUSTRIAL USES — Jan
Miernyk (P), Perry Gustafson, Jason Gillman, Melvin Oliver, Kristin Bilyeu, and Hari Krishnan; Columbia,
Missouri

3625-21000-051-00D
THE MAIZE GENETICS AND GENOMICS DATABASE — Carolyn Lawrence (P), Craig Abel, and Taner Sen;
Ames, lowa

3625-21000-052-00D

CURATION AND DEVELOPMENT OF THE SOYBEAN BREEDER'S TOOLBOX AND ITS INTEGRATION WITH OTHER PLANT
GENOME DATABASES — Randy Shoemaker (P), Rex Nelson, Craig Abel, David Grant, and Steven Cannon;
Ames, lowa

3625-21000-057-00D
FUNCTIONAL GENOMICS OF CEREAL DISEASE DEFENSE — Roger Wise (P), Craig Abel, and Nicholas Lauter;
Ames, lowa

3625-21220-004-00D
FUNCTIONAL AND STRUCTURAL GENETIC ANALYSIS OF SOYBEAN AND OTHER LEGUMES — Randy Shoemaker
(P), Craig Abel, and Michelle Graham; Ames, lowa

5325-21000-014-00D
AN INTEGRATED DATABASE AND BIOINFORMATICS RESOURCE FOR SMALL GRAINS — Olin Anderson (P), Yong
Gu, Gerard Lazo, and David Matthews; Albany, California
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Problem Statement 2A: Genome Database Stewardship and Informatics Tool Development.
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6202-21000-030-00D
COTTON GENOMICS AND GENETIC ANALYSIS — Richard Percy (P), James Frelichowski, Lori Hinze, and John
Yu; College Station, Texas

6225-21220-004-00D
RESPONSE OF DIVERSE RICE GERMPLASM TO BIOTIC AND ABIOTIC STRESSES — David Gealy (P), Georgia
Eizenga, Helen Miller, Anna McClung, and Yulin Jia; Stuttgart, Arkansas

6402-21310-003-00D
Genomics and Bioinformatics Research in Agriculturally Important Organisms — Brian Scheffler (P);
Stoneville, Mississippi

Problem Statement 2B: Structural Comparison and Analysis of Crop Genomes.

1275-21000-263-00D
DEFINING THE GENETIC DIVERSITY AND STRUCTURE OF THE SOYBEAN GENOME AND APPLICATIONS TO GENE
DISCOVERY IN SOYBEAN AND WHEAT GERMPLASM — Perry Cregan (P) and David Hyten; Beltsville, Maryland

1275-21220-229-00D
GENOMICS AND PROTEOMICS APPROACHES TO BROADENING RESISTANCE OF SOYBEAN TO PESTS AND
PATHOGENS — Benjamin Matthews (P), Bret Cooper, and Mark Tucker; Beltsville, Maryland

1907-21000-029-00D
DISSECTING COMPLEX TRAITS IN MAIZE AND BIOFUEL GRASSES BY APPLYING GENOMICS, BIOINFORMATICS, AND
GENETIC RESOURCES — Edward Buckler IV (P) and Peter Bradbury; Ithaca, New York

1907-21000-031-00D
BIOINFORMATIC METHODS AND TOOLS TO PREDICT SMALL GRAIN FIELD PERFORMANCE — Jean Luc Jannink (P)
and Peter Bradbury, Ithaca, New York

1907-21000-030-00D
IDENTIFICATION OF FUNCTIONAL SEQUENCE IN PLANT GENOMES THROUGH BIOINFORMATIC, GENOMIC, AND
GENETIC APPROACHES — Doreen Ware (P); Ithaca, New York

3622-21000-034-00D
GENETIC MECHANISMS AND MOLECULAR GENETIC RESOURCES FOR MAIZE — Michael McMullen (P), Mary
Schaeffer, Melvin Oliver, and Sherry Flint Garcia; Columbia, Missouri

3625-21000-052-00D

CURATION AND DEVELOPMENT OF THE SOYBEAN BREEDER'S TOOLBOX AND ITS INTEGRATION WITH OTHER PLANT
GENOME DATABASES — Randy Shoemaker (P), Rex Nelson, Craig Abel, David Grant, and Steven Cannon;
Ames, lowa

3625-21220-004-00D
FUNCTIONAL AND STRUCTURAL GENETIC ANALYSIS OF SOYBEAN AND OTHER LEGUMES — Randy Shoemaker
(P), Craig Abel, and Michelle Graham; Ames, lowa

3655-21000-052-00D
PHYSIOLOGICAL, BIOCHEMICAL AND GENETIC REGULATION OF CARBOHYDRATE METABOLISM IN CEREAL TISSUES
— Cynthia Henson (P); Madison, Wisconsin



ARS NP301 ACCOMPLISHMENT REPORT 2006-2011: APPENDIX 1 — LIST OF RESEARCH PROJECTS

Problem Statement 2B: Structural Comparison and Analysis of Crop Genomes. [CONTINUED]

3655-21000-053-00D
METABOLISM AND ANALYSIS OF CEREAL PHYTOCHEMICALS — Mitchell Wise (P) and Cynthia Henson;
Madison, Wisconsin

3655-21430-009-00D
IMPROVEMENT OF BARLEY SEED QUALITY THROUGH MOLECULAR AND FUNCTIONAL GENOMIC ANALYSIS OF GENE
EXPRESSION — Ronald Skadsen (P) and Cynthia Henson; Madison, Wisconsin

5325-21000-014-00D
AN INTEGRATED DATABASE AND BIOINFORMATICS RESOURCE FOR SMALL GRAINS — Olin Anderson (P), Yong
Gu, Gerard Lazo, and David Matthews; Albany, California

5325-21000-015-00D
GENOMICS AND MOLECULAR APPROACHES TO WHEAT TRAITS — Olin Anderson (P), Yong Gu, and Debbie
Chingcuanco; Albany, California

5442-21000-033-00D

IMPROVEMENT OF HARD RED SPRING AND DURUM WHEAT FOR DISEASE RESISTANCE AND QUALITY USING
GENETICS AND GENOMICS — Justin Faris (P), Steven Xu, Shunwen Lu, and Shiaoman Chao; Fargo, North
Dakota

6202-21000-029-00D
PECAN GENETICS AND IMPROVEMENT — Tommy Thompson (P) and Larry Grauke; College Station, Texas

6202-21000-027-00D
GENETIC ANALYSES AND TRAIT MAPPING TO EXPLOIT UNTAPPED GENETIC DIVERSITY IN SORGHUM — Robert
Klein (P); College Station, Texas

6208-21000-017-00D
MOLECULAR AND GENETIC ENHANCEMENT OF ABIOTIC STRESS TOLERANCE IN SORGHUM — Zhanguo Xin, Gloria
Burow, and John Burke; Lubbock, Texas

6225-21220-004-00D
RESPONSE OF DIVERSE RICE GERMPLASM TO BIOTIC AND ABIOTIC STRESSES — David Gealy (P), Georgia
Eizenga, Helen Miller, Anna McClung, and Yulin Jia; Stuttgart, Arkansas

6406-21000-011-00D
ENHANCING CORN WITH RESISTANCE TO AFLATOXIN CONTAMINATION AND INSECT DAMAGE — William Williams
(P), Marilyn Warburton, William Henry, and Gary Windham; Mississippi State, Mississippi

6602-21000-021-00D
GENETIC AND GENOMIC APPROACHES TO IMPROVE PEANUT AND CORN RESISTANCE TO DISEASE AND AFLATOXIN
CONTAMINATION — Baozhu Guo (P) and Brian Scully; Tifton, Georgia

6606-21000-002-00D
STONE FRUIT BREEDING AND DEVELOPMENT — Thomas Beckman (P); Byron, Georgia

6645-21220-013-00D
USING GENETIC DIVERSITY OF IMPROVE QUANTITATIVE DISEASE RESISTANCE AND AGRONOMIC TRAITS OF CORN
— James Holland (P) and Peter Balint Kurti; Raleigh, North Carolina
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Problem Statement 2C: Genetic Analyses and Mapping of Important Traits.

1275-21000-263-00D
DEFINING THE GENETIC DIVERSITY AND STRUCTURE OF THE SOYBEAN GENOME AND APPLICATIONS TO GENE
DISCOVERY IN SOYBEAN AND WHEAT GERMPLASM — Perry Cregan (P) and David Hyten; Beltsville, Maryland

1907-21000-029-00D
DISSECTING COMPLEX TRAITS IN MAIZE AND BIOFUEL GRASSES BY APPLYING GENOMICS, BIOINFORMATICS, AND
GENETIC RESOURCES — Edward Buckler IV (P) and Peter Bradbury; Ithaca, New York

1907-21000-031-00D
BIOINFORMATIC METHODS AND TOOLS TO PREDICT SMALL GRAIN FIELD PERFORMANCE — Jean Luc Jannink (P)
and Peter Bradbury, Ithaca, New York

1910-21220-004-00D
IMPROVING GRAPE ROOTSTOCK AND SCION PEST AND DISEASE RESISTANCE — Peter Cousins (P), Lance
Cadle Davidson, Angelo Baldo, and Gan-Yuan Zhong; Geneva, New York

1910-21220-005-00D
GENETICS AND GENOMICS OF GRAPE GROWTH, DEVELOPMENT, AND QUALITY — Christopher Owens (P), Gan-
Yuan Zhong, and Angelo Baldo; Geneva, New York

3622-21000-034-00D
GENETIC MECHANISMS AND MOLECULAR GENETIC RESOURCES FOR MAIZE — Michael McMullen (P), Mary
Schaeffer, Melvin Oliver, and Sherry Flint Garcia; Columbia, Missouri

3625-21000-051-00D
THE MAIZE GENETICS AND GENOMICS DATABASE — Carolyn Lawrence (P), Craig Abel, and Taner Sen;
Ames, lowa

3625-21000-052-00D

CURATION AND DEVELOPMENT OF THE SOYBEAN BREEDER'S TOOLBOX AND ITS INTEGRATION WITH OTHER PLANT
GENOME DATABASES — Randy Shoemaker (P), Rex Nelson, Craig Abel, David Grant, and Steven Cannon;
Ames, lowa

3625-21220-004-00D
FUNCTIONAL AND STRUCTURAL GENETIC ANALYSIS OF SOYBEAN AND OTHER LEGUMES — Randy Shoemaker
(P), Craig Abel, and Michelle Graham; Ames, lowa

5306-21000-017-00D
GENETIC DISSECTION OF SEEDLING COLD TOLERANCE IN RICE (ORYZA SATIVA L.) — Thomas Tai (P); Davis,
California

5325-21000-014-00D
AN INTEGRATED DATABASE AND BIOINFORMATICS RESOURCE FOR SMALL GRAINS — Olin Anderson (P), Yong
Gu, Gerard Lazo, and David Matthews; Albany, California

5325-21000-015-00D
GENOMICS AND MOLECULAR APPROACHES TO WHEAT TRAITS — Olin Anderson (P), Yong Gu, and Debbie
Chingcuanco; Albany, California

5325-21430-012-00D
PRODUCTION OF WHEAT GERMPLASM WITH ENHANCED BAKING QUALITY — Ann Blechl (P); Albany, California
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Problem Statement 2C: Genetic Analyses and Mapping of Important TraitS. [CONTINUED]

5325-43000-027-00D
MOLECULAR ANALYSIS OF EFFECTS OF ENVIRONMENT ON WHEAT FLOUR QUALITY AND ALLERGENIC POTENTIAL
— William Hurkman (P), William Vensel, and Susan Altenbach; Albany, California

5335-21000-034-00D
POSITIONAL CLONING IN MAIZE OF GENES THAT REGULATE PLANT ARCHITECTURE— Sarah Hake (P); Albany,
California

5366-21000-025-00D
PLANT AND SEED CHEMISTRY GENETICS — Victor Raboy (P) and John Bonman; Aberdeen, Idaho

5442-21000-032-00D
GENOMIC RELATIONSHIPS AND CYTOGENETIC MANIPULATION OF DURUM WHEAT BY CLASSICAL AND MOLECULAR
TECHNIQUES — Prem Jauhar (P); Fargo, North Dakota

5442-21000-033-00D

IMPROVEMENT OF HARD RED SPRING AND DURUM WHEAT FOR DISEASE RESISTANCE AND QUALITY USING
GENETICS AND GENOMICS — Justin Faris (P), Steven Xu, Shunwen Lu, and Shiaoman Chao; Fargo, North
Dakota

5442-21220-035-00D
GENETIC IMPROVEMENT OF BARLEY — Lynn Dahleen (P); Fargo, North Dakota

6202-21000-027-00D
GENETIC ANALYSES AND TRAIT MAPPING TO EXPLOIT UNTAPPED GENETIC DIVERSITY IN SORGHUM — Robert
Klein (P); College Station, Texas

6202-21000-030-00D
COTTON GENOMICS AND GENETIC ANALYSIS — Richard Percy (P), James Frelichowski, Lori Hinze, and John
Yu; College Station, Texas

6217-21220-006-00D
ENHANCING DISEASE RESISTANCE AND OIL QUALITY ATTRIBUTES OF PEANUT — Hassan Melouk (P) and Kelly
Chamberlin; Stillwater, Oklahoma

6203-21000-001-00D
DEVELOPMENT AND CHARACTERIZATION OF GENETIC RESOURCES FOR AGRONOMIC AND QUALITY TRAITS USING
GENoMmIC TooLs — Anna McClung (P), Shannon Pinson, and Ming Hsuan Chen; Beaumont, Texas

6208-21000-017-00D
MOLECULAR AND GENETIC ENHANCEMENT OF ABIOTIC STRESS TOLERANCE IN SORGHUM — Zhanguo Xin, Gloria
Burow, and John Burke; Lubbock, Texas

6217-21000-007-00D

GENETIC AND GENOMIC APPROACHES TO IMPROVE INSECT RESISTANCE AND OTHER VALUE-ADDED TRAITS IN
WHEAT, BARLEY, AND SORGHUM — Yinghua Huang (P), Gary Puterka, and Dolores Mornhinweg; Stillwater,
Oklahoma

6225-21000-009-00D

DEVELOPMENT AND CHARACTERIZATION OF GENETIC RESOURCES FOR AGRONOMIC AND QUALITY TRAITS USING
GENowmIC TooLs — Anna McClung (P), Rolfe Bryant, Robert Fjellstrom, Helen Miller, and Wengui Yan;
Stuttgart, Arkansas
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ARS NP301 ACCOMPLISHMENT REPORT 2006-2011: APPENDIX 1 — LIST OF RESEARCH PROJECTS

Problem Statement 2C: Genetic Analyses and Mapping of Important Traits. [CONTINUED]

6225-21220-004-00D
RESPONSE OF DIVERSE RICE GERMPLASM TO BIOTIC AND ABIOTIC STRESSES — David Gealy (P), Georgia
Eizenga, Helen Miller, Anna McClung, and Yulin Jia; Stuttgart, Arkansas

6402-21310-003-00D
Genomics and Bioinformatics Research in Agriculturally Important Organisms — Brian Scheffler (P);
Stoneville, Mississippi

6402-21000-031-00D
COMBINING CONVENTIONAL AND MOLECULAR TECHNIQUES TO IMPROVE SEED COTTON VALUE — Jodi Scheffler
(P), Lawrence Young, and Rickie Turley; Stoneville, Mississippi

6402-21000-033-00D
GENETIC-PHYSIOLOGICAL TEAM RESEARCH TO IMPROVE PRODUCTION, FIBER QUALITY AND COMPETITIVE
ABILITY OF COTTON — Lawrence Young (P), Efrem Bechere, and Linghe Zeng; Stoneville, Mississippi

6404-21000-008-00D
SMALL FRUIT AND ORNAMENTAL GENETIC RESEARCH FOR THE MID-SOUTH — Timothy Rinehart (P), Cecil
Pounders, James Spiers, Stephen Stringer, and Hamidou Sakhanokho; Poplarville, Mississippi

6435-21000-016-00D
MOLECULAR ANALYSIS OF DEVELOPMENT TO IMPROVE COTTON FIBER — David Fang (P) and Hee Kim; New
Orleans, Louisiana

6602-21000-022-00D

DEVELOPMENT OF IMPROVED PEANUT GERMPLASM AND RESISTANCE TO DISEASE AND NEMATODE PESTS — C.
Holbrook Jr (P); Tifton, Georgia

Component 3: Genetic Improvement of Crops

Problem Statement 3A: Genetic Theory and Methods of Crop Improvement.

1275-21000-195-00D
GENETIC ENHANCEMENT OF QUALITY CONSTITUENTS IN SOLANACEOUS VEGETABLES — John Stommel (P);
Beltsville, Maryland

1910-21000-023-00D
DEVELOPMENT OF PEST, DISEASE RESISTANCE, AND STRESS TOLERANCE IN APPLE ROOTSTOCKS — Gennaro
Fazio (P) and Angelo Baldo; Geneva, New York

1907-21000-029-00D
DISSECTING COMPLEX TRAITS IN MAIZE AND BIOFUEL GRASSES BY APPLYING GENOMICS, BIOINFORMATICS, AND
GENETIC RESOURCES — Edward Buckler IV (P) and Peter Bradbury; Ithaca, New York

1907-21000-031-00D
BIOINFORMATIC METHODS AND TOOLS TO PREDICT SMALL GRAIN FIELD PERFORMANCE — Jean Luc Jannink (P)
and Peter Bradbury, Ithaca, New York

3611-21000-023-00D
SOYBEAN GENETIC MANAGEMENT AND UTILIZATION — Steven Clough (P) and Randall Nelson; Urbana, lllinois
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ARS NP301 ACCOMPLISHMENT REPORT 2006-2011: APPENDIX 1 — LIST OF RESEARCH PROJECTS

Problem Statement 3A: Genetic Theory and Methods of Crop Improvement. [CONTINUED]

3622-21000-034-00D
GENETIC MECHANISMS AND MOLECULAR GENETIC RESOURCES FOR MAIZE — Michael McMullen (P), Mary
Schaeffer, Melvin Oliver, and Sherry Flint Garcia; Columbia, Missouri

3622-21000-035-00D
FUNCTIONAL GENOMICS FOR IDENTIFICATION OF SOYBEAN QUALITY TRAIT GENES — Yong Qiang An (P) and
Melvin Oliver; Columbia, Missouri

3625-21000-054-00D
IDENTIFICATION OF PLANT GENETIC MECHANISMS THAT INFLUENCE INSECT-POLLINATOR PREFERENCE — Reid
Palmer (P) and Craig Abel; Ames, lowa

3625-21000-057-00D
FUNCTIONAL GENOMICS OF CEREAL DISEASE DEFENSE — Roger Wise (P), Craig Abel, and Nicholas Lauter;
Ames, lowa

3635-21220-014-00D
BREEDING SELECTION AND MOLECULAR CHARACTERIZATION FOR IMPROVED SUGAR BEET GERMPLASM — Jon
McGrath (P), Renfu Lu, and Linda Hanson; East Lansing, Michigan

5325-21000-015-00D
GENOMICS AND MOLECULAR APPROACHES TO WHEAT TRAITS — Olin Anderson (P), Yong Gu, and Debbie
Chingcuanco; Albany, California

5325-21420-004-00D
MOLECULAR GENETIC TOOLS FOR POTATO AND FRUIT TREE IMPROVEMENT — William Belknap (P) and Kent
McCue; Albany, California

5347-21410-005-00D
COMMERCIALIZATION OF NEW INDUSTRIAL CROP GERMPLASM AND CROPPING SYSTEMS — Terry Coffelt (P),
Michael Salvucci, and John Dyer; Maricopa, Arizona

5347-21000-011-00D
PHYSIOLOGICAL AND GENETIC BASIS OF COTTON ACCLIMATION TO ABIOTIC STRESS — Michael Gore (P),
Michael Salvucci, and John Dyer; Maricopa, Arizona

5442-21000-034-00D

SUNFLOWER GERMPLASM DIVERSIFICATION AND CHARACTERIZATION UTILIZING WILD SUNFLOWER SPECIES,
CYTOGENETICS, AND APPLIED GENOMICS — Brady Vick (P), Lili Qi, Chao-Chien Jan, and Gerald Seiler;
Fargo, North Dakota

5442-21220-024-00D
SUNFLOWER GERMPLASM DEVELOPMENT FOR IMPROVED INSECT AND DISEASE RESISTANCE — Thomas Gulya Jr
(P) and Brent Hulke; Fargo, North Dakota

6202-21000-030-00D
COTTON GENOMICS AND GENETIC ANALYSIS — Richard Percy (P), James Frelichowski, Lori Hinze, and John
Yu; College Station, Texas

6203-21000-001-00D

DEVELOPMENT AND CHARACTERIZATION OF GENETIC RESOURCES FOR AGRONOMIC AND QUALITY TRAITS USING
GENoMmIC TooLs — Anna McClung (P), Shannon Pinson, and Ming Hsuan Chen; Beaumont, Texas
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ARS NP301 ACCOMPLISHMENT REPORT 2006-2011: APPENDIX 1 — LIST OF RESEARCH PROJECTS

Problem Statement 3A: Genetic Theory and Methods of Crop Improvement. [CONTINUED]

6208-21000-018-00D

CHARACTERIZATION AND ENHANCEMENT OF PLANT RESISTANCE TO WATER-DEFICIT AND THERMAL STRESSES —
John Burke (P), James Mahan, Jeffrey Velten, Zhanguo, Paxton Payton, and Junping Chen; Lubbock,
Texas

6217-21220-006-00D
ENHANCING DISEASE RESISTANCE AND OIL QUALITY ATTRIBUTES OF PEANUT — Hassan Melouk (P) and Kelly
Chamberlin; Stillwater, Oklahoma

6402-21000-031-00D
COMBINING CONVENTIONAL AND MOLECULAR TECHNIQUES TO IMPROVE SEED COTTON VALUE — Jodi Scheffler
(P), Lawrence Young, and Rickie Turley; Stoneville, Mississippi

6402-21000-033-00D
GENETIC-PHYSIOLOGICAL TEAM RESEARCH TO IMPROVE PRODUCTION, FIBER QUALITY AND COMPETITIVE
ABILITY OF COTTON — Lawrence Young (P), Efrem Bechere, and Linghe Zeng; Stoneville, Mississippi

6402-21220-010-00D
REDUCING SOYBEAN YIELD LOSSES THROUGH GENETIC IMPROVEMENT — Jeffery Ray (P), Lawrence Young,
Shuxian Li, and James Smith; Stoneville, Mississippi

6406-21000-012-00D

GERMPLASM ENHANCEMENT AND GENETIC IMPROVEMENT OF COTTON — Johnie Jenkins (P), Sukumar Saha,
Jack McCarthy Jr., and Martin Wubben; Mississippi State, Mississippi

6402-21310-003-00D

Genomics and Bioinformatics Research in Agriculturally Important Organisms — Brian Scheffler (P);
Stoneville, Mississippi

6602-21000-022-00D
DEVELOPMENT OF IMPROVED PEANUT GERMPLASM AND RESISTANCE TO DISEASE AND NEMATODE PESTS — C.
Holbrook Jr (P); Tifton, Georgia

6604-21000-003-00D
PHYSIOLOGICAL MECHANISMS THAT DETERMINE CROP RESPONSE TO IRRIGATION, DISEASE, AND PRODUCTION
PRACTICES — Charles Chen (P), Marshall Lamb, and Phat Dang; Dawson, Georgia

6645-21000-028-00D

PHYSIOLOGICAL/BIOCHEMICAL MECHANISMS ASSOCIATED WITH GENETIC ALTERATION OF SOYBEAN QUALITY AND
PrRoDUCTIVITY — Robert Upchurch (P), Earl Taliercio, Thomas Carter Jr., and Joseph Burton; Raleigh,
North Carolina

6645-21220-012-00D
INCREASING THE COMPETITIVE POSITION OF U.S. SOYBEANS IN GLOBAL MARKETS THROUGH GENETIC DIVERSITY
AND PLANT BREEDING — Thomas Carter (P), Joseph Burton, and Robert Upchurch; Raleigh, North Carolina

6657-21000-006-00D

GENETIC AND CULTURAL PRACTICE IMPROVEMENT FOR SUSTAINABLE COTTON PRODUCTION — Philip Bauer (P)
and Benjamin Campbell; Florence, South Carolina
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ARS NP301 ACCOMPLISHMENT REPORT 2006-2011: APPENDIX 1 — LIST OF RESEARCH PROJECTS

Problem Statement 3B: Capitalizing on Untapped Genetic Diversity.

1910-21000-019-00D
CONSERVATION AND CHARACTERIZATION OF GERMPLASM OF SELECTED VEGETABLE CROPS — Larry Robertson
(P), Joanne Labate, and Angelo Baldo; Geneva, New York

1910-21000-020-00D
CONSERVATION AND UTILIZATION OF THE GENETIC RESOURCES OF APPLES, GRAPES, AND TART CHERRIES —
Gan-Yuan Zhong (P) and Angela Baldo; Geneva, New York

1910-21000-023-00D
DEVELOPMENT OF PEST, DISEASE RESISTANCE, AND STRESS TOLERANCE IN APPLE ROOTSTOCKS — Gennaro
Fazio (P) and Angelo Baldo; Geneva, New York

1910-21220-005-00D
GENETICS AND GENOMICS OF GRAPE GROWTH, DEVELOPMENT, AND QUALITY — Christopher Owens (P), Gan-
Yuan Zhong, and Angelo Baldo; Geneva, New York

1931-21000-017-00D

GENETIC IMPROVEMENT OF FRUIT CROPS THROUGH FUNCTIONAL GENOMICS AND BREEDING — Ralph Scorza
(P), Richard Bell, Ann Callahan, Zongrang Liu, Christopher Dardick, and Chinnathambi Srinivasan;
Kearneysville, West Virginia

3602-22000-016-00D
MOLECULAR AND GENETIC MECHANISMS OF HESSIAN FLY RESISTANCE IN SOFT WINTER WHEAT — Richard
Shukle (P), Brandon Schemerhorn, and Christopher Williams; West Lafayette, Indiana

3607-21000-012-00D
IMPROVEMENT OF PEST RESISTANCE AND QUALITY TRAITS OF SOYBEAN — Rouf Mian (P) and Margaret
Redinbaugh; Wooster, Ohio

3611-21000-022-00D
CONSERVATION AND UTILIZATION OF MAIZE GENETIC STOCKS — Martin Sachs (P); Urbana, lllinois

3611-21000-023-00D
SOYBEAN GENETIC MANAGEMENT AND UTILIZATION — Steven Clough (P) and Randall Nelson; Urbana, lllinois

3620-42000-041-00D
ENHANCED INSECT RESISTANCE AND CROP MANAGEMENT FOR REDUCTION OF MYCOTOXINS IN MIDWEST CORN
— Patrick Dowd (P), Eric Johnson, And Alejandro Rooney; Peoria, lllinois

3622-21000-030-00D
GENOMIC CHARACTERIZATION AND MANIPULATION OF VALUE-ADDED TRAITS FROM RYE FOR UTILIZATION IN
WHEAT IMPROVEMENT — Perry Gustafson (P); Columbia, Missouri

3625-21000-053-00D
PLANT GENETIC RESOURCE AND INFORMATION MANAGEMENT — Candice Gardner (P), Charles Block, and
Mark Widrlechner; Ames, lowa

3625-21000-057-00D
FUNCTIONAL GENOMICS OF CEREAL DISEASE DEFENSE — Roger Wise (P), Craig Abel, and Nicholas Lauter;
Ames, lowa

3635-21430-009-00D

IMPROVED FOOD QUALITY IN DRY BEANS USING GENETIC AND MOLECULAR APPROACHES — Karen Cichy (P);
East Lansing, Michigan
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ARS NP301 ACCOMPLISHMENT REPORT 2006-2011: APPENDIX 1 — LIST OF RESEARCH PROJECTS

Problem Statement 3B: Capitalizing on Untapped Genetic Diversity. [CONTINUED]

3625-21000-055-00D
GENETIC ANALYSIS OF SELECTION RESPONSE IN MAIZE POPULATIONS — Marvin Scott (P), Craig Abel, and
Jode Edwards; Ames, lowa

3640-21000-025-00D
GENOMICS, GERMPLASM EVALUATION, AND GENETIC IMPROVEMENT OF OATS — St. Paul, Minnesota

3640-21000-027-00D
IMPROVING RUST AND FHB RESISTANCE IN HARD RED SPRING WHEAT THROUGH GENETICS AND GENOMICS —
David Garvin (P) and Carroll Vance; St. Paul, Minnesota

3655-21000-048-00D
ALLIUM, CuCuMIS, AND DAUCUS GERMPLASM ENHANCEMENT, GENETICS, AND BIOCHEMISTRY — Philipp Simon
(P), Yigun Weng, and Michael Havey; Madison, Wisconsin

3655-21000-049-00D

POTATO GENETICS, CYTOGENETICS, DISEASE RESISTANCE, AND PRE-BREEDING UTILIZING WILD AND
CULTIVATED SPECIES — Shelley Jansky (P), Philipp Simon, Michael Havey, Paul Bethke, and Dennis
Halterman; Madison, Wisconsin

3655-21000-051-00D
CONSERVATION AND UTILIZATION OF POTATO GENETIC RESOURCES — John Bamberg (P), David Spooner, and
Shelley Jansky; Sturgeon Bay, Wisconsin

5305-21000-013-00D
SUGARBEET GERMPLASM ENHANCEMENT, BREEDING, AND GENETICS — Kelley Richardson (P) and Frank
Martin; Salinas, California

5306-21000-017-00D
GENETIC DISSECTION OF SEEDLING COLD TOLERANCE IN RICE (ORYZA SATIVA L.) — Thomas Tai (P); Davis,
California

5306-21000-018-00D
MANAGEMENT OF GENETIC RESOURCES FOR VITIS, PRUNUS, JUGLANS, FICUS, OLEA, PISTACIA, PUNICA,
DIOSPYROS, ACTINIDIA, AND MORUS — John Preece (P) and Mallikarjuna Aradhya; Davis, California

5310-21000-009-00D
MANAGEMENT OF CITRUS AND DATE GENETIC RESOURCES AND INFORMATION — Richard Lee (P) and Robert
Krueger; Riverside, California

5320-21000-012-00D
ASSURING LONG TERM PRESERVATION OF TROPICAL CROPS VIA GENETIC RESOURCE MANAGEMENT — Francis
Zee (P), Lisa Keith, Tracie Matsumoto Brower, and Dennis Gonsalves; Hilo, Hawalii

5335-21000-034-00D
POSITIONAL CLONING IN MAIZE OF GENES THAT REGULATE PLANT ARCHITECTURE— Sarah Hake (P); Albany,
California

5341-21000-004-00D

ARCTIC AND SUBARCTIC PLANT GENETIC RESOURCES CONSERVATION, RESEARCH, AND INFORMATION
MANAGEMENT — Nancy Robertson (P), Danny Barney, and Kim Hummer; Palmer, Alaska
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ARS NP301 ACCOMPLISHMENT REPORT 2006-2011: APPENDIX 1 — LIST OF RESEARCH PROJECTS

Problem Statement 3B: Capitalizing on Untapped Genetic Diversity. [CONTINUED]

5347-21410-005-00D
COMMERCIALIZATION OF NEW INDUSTRIAL CROP GERMPLASM AND CROPPING SYSTEMS — Terry Coffelt (P),
Michael Salvucci, and John Dyer; Maricopa, Arizona

5348-21000-022-00D
ACQUISITION, EVALUATION AND CONSERVATION OF TEMPERATE FORAGE LEGUME GENETIC RESOURCES —
Stephanie Greene (P) and Jinguo Hu; Prosser, Washington

5348-21000-023-00D

CHARACTERIZATION OF STRESS RESISTANCE GENES AND MECHANISMS, AND IMPROVEMENT AND GENOTYPING
OF WHEAT AND BARLEY GERMPLASM FOR THE WESTERN U.S. — Camille Steber (P), Deven See, Daniel
Skinner, and Kimberly Garland Campbell; Pullman, Washington

5348-21000-026-00D

RESEARCH, ACQUISITION, MANAGEMENT, AND DOCUMENTATION OF PLANT GENETIC RESOURCES — Jinguo Hu
(P), Frank Dugan, Stephen Clement, Richard Johnson, Clarice Coyne, Barbara Hellier, Molly Welsh,
Theodore Kisha, and Vicki Bradley; Pullman, Washington

5348-21430-004-00D
GENETIC IMPROVEMENT OF FREEZING TOLERANCE IN WINTER WHEAT — Daniel Skinner (P); Pullman,
Washington

5358-21000-037-00D
PHYSIOLOGY AND GENETIC IMPROVEMENT OF SMALL FRUIT CROPS — David Bryla (P) and Chad Finn;
Corvallis, Oregon

5358-21000-038-00D
MANAGEMENT OF TEMPERATE FRUIT NUT AND SPECIALTY CROP GENETIC RESOURCES — Kim Hummer (P),
Nahla Bassil, Barbara Reed, and Joseph Postman; Corvallis, Oregon

5366-21000-027-00D
MANAGEMENT OF NATIONAL SMALL GRAINS COLLECTION RESOURCES — Harold Bockelman (P), John
Bonman, and Blair Goates; Aberdeen, Idaho

5366-21000-028-00D
SMALL GRAINS GENETICS AND GERMPLASM ENHANCEMENT — John Bonman (P), Donald Obert, Paul
Bregitzer, and Eric Jackson; Aberdeen, Idaho

5430-21000-006-00D
GENETIC ENHANCEMENT FOR RESISTANCE TO BIOTIC AND ABIOTIC STRESSES IN HARD WINTER WHEAT — Robert
Bowden (P), Ming Shum, Guihua Bai, and John Fellers; Manhattan, Kansas

5440-21000-029-00D
GENETIC IMPROVEMENT AND EVALUATION OF HARD WINTER AND SPRING WHEATS — Robert Graybosch (P);
Lincoln, Nebraska

5440-21220-027-00D
ENHANCEMENT OF SORGHUM FOR BIOENERGY, FEED, AND FOOD VALUE — Jeffrey Pedersen (P), Scott Sadler,
and Deanna Funnel-Harris; Lincoln, Nebraska

5442-21000-034-00D

SUNFLOWER GERMPLASM DIVERSIFICATION AND CHARACTERIZATION UTILIZING WILD SUNFLOWER SPECIES,
CYTOGENETICS, AND APPLIED GENOMICS — Brady Vick (P), Lili Qi, Chao-Chien Jan, and Gerald Seiler;
Fargo, North Dakota
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Problem Statement 3B: Capitalizing on Untapped Genetic Diversity. [CONTINUED]

5442-21220-024-00D
SUNFLOWER GERMPLASM DEVELOPMENT FOR IMPROVED INSECT AND DISEASE RESISTANCE — Thomas Gulya Jr
(P) and Brent Hulke; Fargo, North Dakota

6202-21000-029-00D
PECAN GENETICS AND IMPROVEMENT — Tommy Thompson (P) and Larry Grauke; College Station, Texas

6202-21000-030-00D
COTTON GENOMICS AND GENETIC ANALYSIS — Richard Percy (P), James Frelichowski, Lori Hinze, and John
Yu; College Station, Texas

6202-21000-031-00D
COTTON GENETIC RESOURCE MANAGEMENT — Richard Percy (P), James Frelichowski, Lori Hinze, and John
Yu; College Station, Texas

6202-21000-032-00D
CHARACTERIZING AND CONSERVING THE GENETIC DIVERSITY OF CARYA POPULATIONS — Larry Grauke (P) and
Tommy Thompson; College Station, Texas

6203-21000-001-00D
DEVELOPMENT AND CHARACTERIZATION OF GENETIC RESOURCES FOR AGRONOMIC AND QUALITY TRAITS USING
GENoMIC TooLs — Anna McClung (P), Shannon Pinson, and Ming Hsuan Chen; Beaumont, Texas

6225-21000-009-00D

DEVELOPMENT AND CHARACTERIZATION OF GENETIC RESOURCES FOR AGRONOMIC AND QUALITY TRAITS USING
GENoMmIC TooLs — Anna McClung (P), Rolfe Bryant, Robert Fjellstrom, Helen Miller, and Wengui Yan;
Stuttgart, Arkansas

6225-21220-004-00D
RESPONSE OF DIVERSE RICE GERMPLASM TO BIOTIC AND ABIOTIC STRESSES — David Gealy (P), Georgia
Eizenga, Helen Miller, Anna McClung, and Yulin Jia; Stuttgart, Arkansas

6402-21000-031-00D
COMBINING CONVENTIONAL AND MOLECULAR TECHNIQUES TO IMPROVE SEED COTTON VALUE — Jodi Scheffler
(P), Lawrence Young, and Rickie Turley; Stoneville, Mississippi

6402-21000-033-00D
GENETIC-PHYSIOLOGICAL TEAM RESEARCH TO IMPROVE PRODUCTION, FIBER QUALITY AND COMPETITIVE
ABILITY OF COTTON — Lawrence Young (P), Efrem Bechere, and Linghe Zeng; Stoneville, Mississippi

6406-21000-012-00D
GERMPLASM ENHANCEMENT AND GENETIC IMPROVEMENT OF COTTON — Johnie Jenkins (P), Sukumar Saha,
Jack McCarthy Jr., and Martin Wubben; Mississippi State, Mississippi

6404-21000-008-00D
SMALL FRUIT AND ORNAMENTAL GENETIC RESEARCH FOR THE MID-SOUTH — Timothy Rinehart (P), Cecil
Pounders, James Spiers, Stephen Stringer, and Hamidou Sakhanokho; Poplarville, Mississippi

6406-21000-011-00D

ENHANCING CORN WITH RESISTANCE TO AFLATOXIN CONTAMINATION AND INSECT DAMAGE — William Williams
(P), Marilyn Warburton, William Henry, and Gary Windham; Mississippi State, Mississippi
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Problem Statement 3B: Capitalizing on Untapped Genetic Diversity. [CONTINUED]

6602-21000-022-00D
DEVELOPMENT OF IMPROVED PEANUT GERMPLASM AND RESISTANCE TO DISEASE AND NEMATODE PESTS — C.
Holbrook Jr (P); Tifton, Georgia

6602-21220-014-00D
GENETIC IMPROVEMENT OF MAIZE AND PEARL MILLET FOR RESISTANCE TO INSECTS AND AFLATOXIN — Jeffrey
Wilson (P), C Holbrooke Jr., and Xinzhi Ni; Tifton, Georgia

6604-21000-003-00D
PHYSIOLOGICAL MECHANISMS THAT DETERMINE CROP RESPONSE TO IRRIGATION, DISEASE, AND PRODUCTION
PRACTICES — Charles Chen (P), Marshall Lamb, and Phat Dang; Dawson, Georgia

6607-21000-010-00D

CONSERVATION, CHARACTERIZATION, AND EVALUATION OF CROP GENETIC RESOURCES AND ASSOCIATED
INFORMATION — Gary Pederson (P), Ming Wang, John Morris, Roy Pittman, Melanie Harrison Dunn, and
Robert Jarret; Griffin, Georgia

6615-21000-010-00D
FUNCTIONAL GENOMICS OF AGRONOMIC TRAITS IN DEVELOPING SEED AND POLLEN IN MAIZE AND SORGHUM —
Prem Chourey (P), Alisa Huffaker, and Peter Teal; Gainesville, Florida

6631-21000-017-00D
DEVELOPMENT OF AN INTERNATIONAL MARKER-ASSISTED SELECTION PROGRAM FOR CACAO — Raymond
Schnell (P) and David Kuhn; Miami, Florida

6631-21000-018-00D
CONSERVATION, CHARACTERIZATION, AND GENETIC IMPROVEMENT OF SUBTROPICAL AND TROPICAL
ORNAMENTAL GERMPLASM — Alan Meerow (P) and Tomas Ayala Silva; Miami, Florida

6631-21000-019-00D
CONSERVATION AND UTILIZATION OF SUBTROPICAL/TROPICAL FRUIT CROPS, SUGARCANE, AND TRIPSACUM
GENETIC RESOURCES — Raymond Schnell (P), David Kuhn, and Tomas Ayala Silva; Miami, Florida

6635-21000-047-00D
GENETIC RESOURCE MANAGEMENT OF TROPICAL/SUBTROPICAL GENETIC RESOURCES AND ASSOCIATED
INFORMATION — Brain Irish (P) and Ricardo Goenaga; Mayaguez, Puerto Rico

6635-21000-049-00D
CONSERVATION, MANAGEMENT, AND GENETIC ENHANCEMENT OF SORGHUM GENETIC RESOURCES AND
ASSOCIATED INFORMATION — Hugo Cuevas (P); Mayagiez, Puerto Rico

6645-21220-012-00D
INCREASING THE COMPETITIVE POSITION OF U.S. SOYBEANS IN GLOBAL MARKETS THROUGH GENETIC DIVERSITY
AND PLANT BREEDING — Thomas Carter (P), Joseph Burton, and Robert Upchurch; Raleigh, North Carolina

6645-22000-016-00D

EVALUATION AND IMPROVEMENT OF CEREAL GERMPLASM FOR DISEASE RESISTANCE AND WINTER-HARDINESS —
Gina Brown Guedira (P), Christina Cowger, David Marshall, and David Livingstone; Raleigh, North
Carolina

6657-21000-006-00D

GENETIC AND CULTURAL PRACTICE IMPROVEMENT FOR SUSTAINABLE COTTON PRODUCTION — Philip Bauer (P)
and Benjamin Campbell; Florence, South Carolina
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Problem Statement 3C: Germplasm Enhancement/Release of Improved Genetic Resources and
Varieties.

1230-21000-051-00D
GENETICS, GENETIC RESOURCE EVALUATION, AND GENETIC IMPROVEMENT OF LANDSCAPE TREES AND SHRUBS —
Margaret Pooler (P); U.S. National Arboretum, Washington, D.C.

1230-21000-052-00D
GENETICS, GENETIC IMPROVEMENT, AND IMPROVED PRODUCTION EFFICIENCY OF NURSERY CROPS — Sandra
Reed (P) and Donna Fare; McMinnville, Tennessee

1230-21000-053-00D
GENETIC IMPROVEMENT OF LANDSCAPE TREES FOR DISEASE AND PEST TOLERANCE, NON-INVASIVENESS, AND
ORNAMENTAL TRAITS — Richard Olsen (P); U.S. National Arboretum, Washington, D.C.

1275-21000-190-00D
GENETIC ENHANCEMENT OF POTATOES FOR NUTRITIONAL AND PROCESSING QUALITY AND FOR RESISTANCE TO
DiSeASES — Kathleen Haynes (P); Beltsville, Maryland

1275-21220-189-00D

ENHANCEMENT OF SMALL FRUIT GERMPLASM THROUGH GENOMIC CHARACTERIZATION AND GENETIC
IMPROVEMENT WITH EMPHASIS ON DISEASE RESISTANCE — Mark Ehlenfeldt (P), Kimberly Lewers, James
Polashock, And Shiow Wang; Beltsville, Maryland

1275-22000-261-00D
DISCOVERING AND USING DISEASE RESISTANCE GENES IN PHASEOLUS VULGARIS FOR THE CONTROL OF RUSTS
— Marcial Pastor Corrales (P); Beltsville, Maryland

1910-21000-023-00D
DEVELOPMENT OF PEST, DISEASE RESISTANCE, AND STRESS TOLERANCE IN APPLE ROOTSTOCKS — Gennaro
Fazio (P) and Angelo Baldo; Geneva, New York

1910-21220-004-00D
IMPROVING GRAPE ROOTSTOCK AND SCION PEST AND DISEASE RESISTANCE — Peter Cousins (P), Lance
Cadle Davidson, Angelo Baldo, and Gan-Yuan Zhong; Geneva, New York

1931-21000-017-00D

GENETIC IMPROVEMENT OF FRUIT CROPS THROUGH FUNCTIONAL GENOMICS AND BREEDING — Ralph Scorza
(P), Richard Bell, Ann Callahan, Zongrang Liu, Christopher Dardick, and Chinnathambi Srinivasan;
Kearneysville, West Virginia

3607-21000-012-00D
IMPROVEMENT OF PEST RESISTANCE AND QUALITY TRAITS OF SOYBEAN — Rouf Mian (P) and Margaret
Redinbaugh; Wooster, Ohio

3611-21000-023-00D
SOYBEAN GENETIC MANAGEMENT AND UTILIZATION — Steven Clough (P) and Randall Nelson; Urbana, lllinois

3625-21000-050-00D
GERMPLASM ENHANCEMENT OF MAIZE PROJECT (GEM) — Michael Blanco (P) and Candice Gardner; Ames,
lowa

3625-21000-056-00D
BREEDING HIGH-QUALITY CORN FOR LOW-INPUT AND ORGANIC FARMING SYSTEMS —Craig Abel; Ames, lowa
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Problem Statement 3C: Germplasm Enhancement/Release of Improved Genetic Resources and
Varieties. [CONTINUED]

3655-21220-001-00D
CRANBERRY GENETIC IMPROVEMENT AND INSECT PEST MANAGEMENT— Philipp Simon (P), Juan Zalapa, and
Shawn Steffan; Madison, Wisconsin

5302-21220-005-00D
IMPROVEMENT OF PRUNUS AND VITIS SCIONS FOR FRUIT QUALITY AND PEST RESISTANCE — Craig Ledbetter (P)
and David Ramming; Parlier, California

5305-21000-013-00D
SUGARBEET GERMPLASM ENHANCEMENT, BREEDING, AND GENETICS — Kelley Richardson (P) and Frank
Martin; Salinas, California

5305-21220-004-00D
EVALUATION, ENHANCEMENT, GENETICS AND BREEDING OF LETTUCE, SPINACH, AND MELON — James
McCreight (P), Beiquan Mou, Ivan Simko, and Ryan Hayes; Salinas, California

5347-21410-005-00D
COMMERCIALIZATION OF NEW INDUSTRIAL CROP GERMPLASM AND CROPPING SYSTEMS — Terry Coffelt (P),
Michael Salvucci, and John Dyer; Maricopa, Arizona

5348-21000-024-00D
CooOL SEASON GRAIN LEGUME GENETIC ENHANCEMENT AND PATHOLOGY — George Vandemark (P), Kevin
McPhee, and Weidong Chen; Pullman, Washington

5354-21000-013-00D
TESTING OF ADVANCED POTATO GERMPLASM FOR BIOTIC AND ABIOTIC RESISTANCES, AND PROFITABILITY
COMPONENTS — Charles Brown (P); Prosser, Washington

5354-21220-010-00D
POTATO GERMPLASM ENHANCEMENT THROUGH TRAIT DISCOVERY, GENETIC EVALUATION AND INCORPORATION
— Duroy Navarre (P), James Crosslin, and Charles Brown; Prosser, Washington

5354-21220-016-00D
DEVELOP STRESS-RESISTANT DRY BEAN GERMPLASM AND SUSTAINABLE PEST MANAGEMENT STRATEGIES FOR
EDIBLE LEGUMES — Phillip Miklas (P), Lydon Porter, and Richard Porter; Prosser, Washington

5358-21000-037-00D
PHYSIOLOGY AND GENETIC IMPROVEMENT OF SMALL FRUIT CROPS — David Bryla (P) and Chad Finn;
Corvallis, Oregon

5358-21000-040-00D
GENOMICS, GERMPLASM DEVELOPMENT AND IPM OF HOP — John Henning (P), David Gent, and Gary
Banowetz; Corvallis, Oregon

5366-21000-026-00D

DEVELOPMENT OF POTATO VARIETIES AND GERMPLASM WITH IMPROVED RESISTANCES, PRODUCTION
EFFICIENCIES, AND TUBER QUALITIES FOR THE WESTERN U.S. — Richard Novy (P), Jonathan Whitworth, and
John Bonman; Aberdeen, Idaho

5368-21220-003-00D

SUGARBEET GERMPLASM DEVELOPMENT AND INNOVATIVE GENETIC AND MANAGEMENT APPROACHES TO
REDUCING LOSSES CAUSED BY PATHOGENS — Carl Strausbaugh (P) and Imad Eujayl; Kimberly, Idaho
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Problem Statement 3C: Germplasm Enhancement/Release of Improved Genetic Resources and
Varieties. [CONTINUED]

5366-21000-028-00D
SMALL GRAINS GENETICS AND GERMPLASM ENHANCEMENT — John Bonman (P), Donald Obert, Paul
Bregitzer, and Eric Jackson; Aberdeen, Idaho

5402-21220-007-00D
NONCHEMICAL PEST CONTROL AND ENHANCED SUGAR BEET GERMPLASM VIA TRADITIONAL AND MOLECULAR
TECHNOLOGIES — Leonard Panella (P) and Kimberly Webb; Fort Collins, Colorado

5430-21000-006-00D
GENETIC ENHANCEMENT FOR RESISTANCE TO BIOTIC AND ABIOTIC STRESSES IN HARD WINTER WHEAT — Robert
Bowden (P), Ming Shum, Guihua Bai, and John Fellers; Manhattan, Kansas

5440-21000-029-00D
GENETIC IMPROVEMENT AND EVALUATION OF HARD WINTER AND SPRING WHEATS — Robert Graybosch (P);
Lincoln, Nebraska

5440-21220-027-00D
ENHANCEMENT OF SORGHUM FOR BIOENERGY, FEED, AND FOOD VALUE — Jeffrey Pedersen (P), Scott Sadler,
and Deanna Funnel-Harris; Lincoln, Nebraska

5442-21000-034-00D

SUNFLOWER GERMPLASM DIVERSIFICATION AND CHARACTERIZATION UTILIZING WILD SUNFLOWER SPECIES,
CYTOGENETICS, AND APPLIED GENOMICS — Brady Vick (P), Lili Qi, Chao-Chien Jan, and Gerald Seiler;
Fargo, North Dakota

5442-21220-024-00D
SUNFLOWER GERMPLASM DEVELOPMENT FOR IMPROVED INSECT AND DISEASE RESISTANCE — Thomas Gulya Jr
(P) and Brent Hulke; Fargo, North Dakota

6202-21000-029-00D
PECAN GENETICS AND IMPROVEMENT — Tommy Thompson (P) and Larry Grauke; College Station, Texas

6202-21000-030-00D
COTTON GENOMICS AND GENETIC ANALYSIS — Richard Percy (P), James Frelichowski, Lori Hinze, and John
Yu; College Station, Texas

6203-21000-001-00D
DEVELOPMENT AND CHARACTERIZATION OF GENETIC RESOURCES FOR AGRONOMIC AND QUALITY TRAITS USING
GENoMmIC TooLs — Anna McClung (P), Shannon Pinson, and Ming Hsuan Chen; Beaumont, Texas

6203-21220-001-00D
RESPONSE OF DIVERSE RICE GERMPLASM TO BIOTIC AND ABIOTIC STRESSES — David Gealy (P), Georgia
Eizenga, Helen Miller, Anna McClung, and Yulin Jia; Beaumont, Texas

6208-21000-018-00D

CHARACTERIZATION AND ENHANCEMENT OF PLANT RESISTANCE TO WATER-DEFICIT AND THERMAL STRESSES —
John Burke (P), James Mahan, Jeffrey Velten, Zhanguo, Paxton Payton, and Junping Chen; Lubbock,
Texas

6217-21220-006-00D

ENHANCING DISEASE RESISTANCE AND OIL QUALITY ATTRIBUTES OF PEANUT — Hassan Melouk (P) and Kelly
Chamberlin; Stillwater, Oklahoma
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Problem Statement 3C: Germplasm Enhancement/Release of Improved Genetic Resources and
Varieties. [CONTINUED]

6225-21000-009-00D

DEVELOPMENT AND CHARACTERIZATION OF GENETIC RESOURCES FOR AGRONOMIC AND QUALITY TRAITS USING
GENowmIC TooLs — Anna McClung (P), Rolfe Bryant, Robert Fjellstrom, Helen Miller, and Wengui Yan;
Stuttgart, Arkansas

6402-21000-031-00D
COMBINING CONVENTIONAL AND MOLECULAR TECHNIQUES TO IMPROVE SEED COTTON VALUE — Jodi Scheffler
(P), Lawrence Young, and Rickie Turley; Stoneville, Mississippi

6402-21000-032-00D
NATIONAL COTTON VARIETY TEST PROGRAM — Lawrence Young (P); Stoneville, Mississippi

6402-21000-033-00D
GENETIC-PHYSIOLOGICAL TEAM RESEARCH TO IMPROVE PRODUCTION, FIBER QUALITY AND COMPETITIVE
ABILITY OF COTTON — Lawrence Young (P), Efrem Bechere, and Linghe Zeng; Stoneville, Mississippi

6402-21000-034-00D
DEVELOPMENT OF SOYBEAN GENEOTYPES AND MANAGEMENT SYSTEMS FOR EARLY SEASON AND STRESS
ENVIRONMENTS — Lawrence Young (P), Anne Gillen, and Nacer Bellaloui; Stoneville, Mississippi

6402-21220-010-00D
REDUCING SOYBEAN YIELD LOSSES THROUGH GENETIC IMPROVEMENT — Jeffery Ray (P), Lawrence Young,
Shuxian Li, and James Smith; Stoneville, Mississippi

6404-21000-008-00D
SMALL FRUIT AND ORNAMENTAL GENETIC RESEARCH FOR THE MID-SOUTH — Timothy Rinehart (P), Cecil
Pounders, James Spiers, Stephen Stringer, and Hamidou Sakhanokho; Poplarville, Mississippi

6406-21000-011-00D
ENHANCING CORN WITH RESISTANCE TO AFLATOXIN CONTAMINATION AND INSECT DAMAGE — William Williams
(P), Marilyn Warburton, William Henry, and Gary Windham; Mississippi State, Mississippi

6406-21000-012-00D
GERMPLASM ENHANCEMENT AND GENETIC IMPROVEMENT OF COTTON — Johnie Jenkins (P), Sukumar Saha,
Jack McCarthy Jr., and Martin Wubben; Mississippi State, Mississippi

6410-21000-014-00D
GENETIC IMPROVEMENT OF SUGARCANE BY CONVENTIONAL AND MOLECULAR APPROACHES — Thomas Tew (P),
Anna Hale, Edward Richard Jr, Yong Bao Pan, and William White; Houma, Louisiana

6602-21000-022-00D
DEVELOPMENT OF IMPROVED PEANUT GERMPLASM AND RESISTANCE TO DISEASE AND NEMATODE PESTS — C.
Holbrook Jr (P); Tifton, Georgia

6602-21220-014-00D
GENETIC IMPROVEMENT OF MAIZE AND PEARL MILLET FOR RESISTANCE TO INSECTS AND AFLATOXIN — Jeffrey
Wilson (P), C Holbrooke Jr., and Xinzhi Ni; Tifton, Georgia

6604-21000-003-00D

PHYSIOLOGICAL MECHANISMS THAT DETERMINE CROP RESPONSE TO IRRIGATION, DISEASE, AND PRODUCTION
PRACTICES — Charles Chen (P), Marshall Lamb, and Phat Dang; Dawson, Georgia
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Problem Statement 3C: Germplasm Enhancement/Release of Improved Genetic Resources and
Varieties. [CONTINUED]

6606-21000-002-00D
STONE FRUIT BREEDING AND DEVELOPMENT — Thomas Beckman (P); Byron, Georgia

6618-21000-013-00D
GENETIC IMPROVEMENT OF CITRUS — Kim Bowman (P), Randall Niedz, Eddie Stover, and Thomas
McCollum; Fort Pierce, Florida

6625-21000-003-00D
ENHANCEMENT OF SUGARCANE GERMPLASM FOR DEVELOPMENT OF CULTIVARS AND SUSTAINABLE PRODUCTION
— Barry Glaz (P), Jack Comstock, Serge Edme, Neil Glynn, and Duli Zhao; Canal Point, Florida

6631-21000-017-00D
DEVELOPMENT OF AN INTERNATIONAL MARKER-ASSISTED SELECTION PROGRAM FOR CACAO — Raymond
Schnell (P) and David Kuhn; Miami, Florida

6635-21000-048-00D
CHARACTERIZATION, CONVERSION, AND IMPROVEMENT OF COMMON BEAN GERMPLASM — Timothy Porch Clay
(P); Mayagiiez, Puerto Rico

6645-21000-027-00D
GERMPLASM ENHANCEMENT OF MAIZE (GEM) — Matthew Krakowsky (P), Raleigh, North Carolina

6645-21220-012-00D
INCREASING THE COMPETITIVE POSITION OF U.S. SOYBEANS IN GLOBAL MARKETS THROUGH GENETIC DIVERSITY
AND PLANT BREEDING — Thomas Carter (P), Joseph Burton, and Robert Upchurch; Raleigh, North Carolina

6645-21220-013-00D
USING GENETIC DIVERSITY OF IMPROVE QUANTITATIVE DISEASE RESISTANCE AND AGRONOMIC TRAITS OF CORN
— James Holland (P) and Peter Balint Kurti; Raleigh, North Carolina

6657-21000-006-00D
GENETIC AND CULTURAL PRACTICE IMPROVEMENT FOR SUSTAINABLE COTTON PRODUCTION — Philip Bauer (P)
and Benjamin Campbell; Florence, South Carolina

6659-21000-016-00D
GENETIC IMPROVEMENT OF SOUTHERNPEAS AND PEPPERS — Richard Fery (P); Charleston, South Carolina

6659-21000-017-00D

GENETICS AND GENETIC IMPROVEMENT OF DISEASE RESISTANCE AND QUALITY TRAITS IN WATERMELON,
BRocCcoOLI, AND LEAFY GREEN BRASSICAS — Mark Farnham (P) and Amnon Levi; Chaleston, South Carolina

Component 4: Plant Biological and Molecular Processes

Problem Statement 4A: Functional Utilization of Plant Genomes — Translating Plant Genomics into
Crop Improvement.

1265-21000-141-00D

MOLECULAR APPROACHES TO ENHANCE PLANT NUTRIENT CONTENT, SHELF-LIFE, AND STRESS TOLERANCE —
Autar Mattoo (P); Beltsville, Maryland
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Problem Statement 4A: Functional Utilization of Plant Genomes — Translating Plant Genomics into
Crop Improvement. [CONTINUED]

1275-21000-185-00D
ENHANCEMENT OF BLUEBERRY, STRAWBERRY, AND BRAMBLES THROUGH MOLECULAR APPROACHES — Lisa
Rowland (P), Kimberly Lewers, Janet Slovin, Mark Ehlenfeldt, and James Polashock; Beltsville, Maryland

1275-21220-229-00D
GENOMICS AND PROTEOMICS APPROACHES TO BROADENING RESISTANCE OF SOYBEAN TO PESTS AND
PATHOGENS — Benjamin Matthews (P), Bret Cooper, and Mark Tucker; Beltsville, Maryland

1907-21000-032-00D
DETERMINATION AND CHARACTERIZATION OF UNINTENDED EFFECTS IN GENETICALLY MODIFIED FOOD CROPS —
Owen Hoekenga (P), James Giovannoni, and Leon Kochian; Ithaca, New York

1907-21000-033-00D
GENOMICS APPROACHES FOR IMPROVING NUTRITIONAL QUALITY OF FOOD CROP SPECIES — James Giovannoni
(P), Leon Kochian, Yong Yang, Li Li, and Theodore Thannhauser; Ithaca, New York

1907-21000-034-00D
GENOMIC APPROACHES TO IMPROVING TRANSPORT AND DETOXIFICATION OF SELECTED MINERAL ELEMENTS IN
CROP PLANTS — Leon Kochian (P), Yong Yang, and Theodore Thannhauser; Ithaca, New York

1931-21000-020-00D
USING FUNCTIONAL AND APPLIED GENOMICS TO IMPROVE STRESS AND DISEASE RESISTANCE IN FRUIT TREES —
Michael Wisniewski (P), John Norelli, Timothy Artlip, and Carole Bassett; Kearneysville, West Virginia

3607-21000-012-00D
IMPROVEMENT OF PEST RESISTANCE AND QUALITY TRAITS OF SOYBEAN — Rouf Mian (P) and Margaret
Redinbaugh; Wooster, Ohio

3622-21000-032-00D

MODIFICATION OF SOYBEAN SEED COMPOSITION FOR FOOD, FEED, AND OTHER INDUSTRIAL USES — Jan
Miernyk (P), Perry Gustafson, Jason Gillman, Melvin Oliver, Kristin Bilyeu, and Hari Krishnan; Columbia,
Missouri

3622-21000-033-00D
GENETIC ENHANCEMENT OF SOYBEAN SEED VALUE BY BIOTECHNOLOGY — Ivan Baxter (P), Douglas Allen, and
Melvin Oliver; Columbia, Missouri

3622-21000-035-00D
FUNCTIONAL GENOMICS FOR IDENTIFICATION OF SOYBEAN QUALITY TRAIT GENES — Yong Qiang An (P) and
Melvin Oliver; Columbia, Missouri

3625-21000-057-00D
FUNCTIONAL GENOMICS OF CEREAL DISEASE DEFENSE — Roger Wise (P), Craig Abel, and Nicholas Lauter;
Ames, lowa

3625-21220-004-00D
FUNCTIONAL AND STRUCTURAL GENETIC ANALYSIS OF SOYBEAN AND OTHER LEGUMES — Randy Shoemaker
(P), Craig Abel, and Michelle Graham; Ames, lowa

3640-21000-028-00D

FUNCTIONAL GENOMICS FOR IMPROVING NUTRIENTS AND QUALITY IN ALFALFA AND SOYBEAN — Carroll Vance
(P); St. Paul, Minnesota
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Problem Statement 4A: Functional Utilization of Plant Genomes — Translating Plant Genomics into
Crop Improvement. [CONTINUED]

3655-21430-009-00D
IMPROVEMENT OF BARLEY SEED QUALITY THROUGH MOLECULAR AND FUNCTIONAL GENOMIC ANALYSIS OF GENE
EXPRESSION — Ronald Skadsen (P) and Cynthia Henson; Madison, Wisconsin

5320-21000-013-00D
MOLECULAR RESOURCES FOR THE IMPROVEMENT OF TROPICAL ORNAMENTAL AND FRUIT CROPS — Dennis
Gonsalves (P), Roxana Cabos, and Jon Suzuki; Hilo, Hawaii

5325-21430-012-00D
PRODUCTION OF WHEAT GERMPLASM WITH ENHANCED BAKING QUALITY — Ann Blechl (P); Albany, California

5335-21000-026-00D
GENOMIC AND GENETIC ANALYSIS OF THE CEREAL CIRCADIAN SYSTEM AND CROP PRODUCTION — Frank
Harmon (P); Albany, California

5335-21000-032-00D
MOLECULAR MECHANISMS OF PHYTOCHROME SIGNALING AND GENE REGULATION — Sarah Hake (P); Albany,
California

5335-21000-034-00D
POSITIONAL CLONING IN MAIZE OF GENES THAT REGULATE PLANT ARCHITECTURE— Sarah Hake (P); Albany,
California

5335-21000-036-00D
MOLECULAR DEVELOPMENTAL GENETICS OF POLLEN AND POLLEN-PISTIL INTERACTIONS IN CROP PLANTS —
Shelia Mccormick (P); Albany, California

5335-21000-038-00D
FUNCTIONAL GENOMICS OF PLANT ARCHITECTURE — Jennifer Fletcher (P); Albany, California

5335-21430-008-00D
MOLECULAR GENETICS OF ETHYLENE BIOSYNTHESIS — Sarah Hake (P); Albany, California

5348-21000-023-00D

CHARACTERIZATION OF STRESS RESISTANCE GENES AND MECHANISMS, AND IMPROVEMENT AND GENOTYPING
OF WHEAT AND BARLEY GERMPLASM FOR THE WESTERN U.S. — Camille Steber (P), Deven See, Daniel
Skinner, and Kimberly Garland Campbell; Pullman, Washington

5366-21000-025-00D
PLANT AND SEED CHEMISTRY GENETICS — Victor Raboy (P) and John Bonman; Aberdeen, Idaho

5442-21000-032-00D
GENOMIC RELATIONSHIPS AND CYTOGENETIC MANIPULATION OF DURUM WHEAT BY CLASSICAL AND MOLECULAR
TECHNIQUES — Prem Jauhar (P); Fargo, North Dakota

6435-21000-016-00D
MOLECULAR ANALYSIS OF DEVELOPMENT TO IMPROVE COTTON FIBER — David Fang (P) and Hee Kim; New
Orleans, Louisiana

6602-21000-021-00D

GENETIC AND GENOMIC APPROACHES TO IMPROVE PEANUT AND CORN RESISTANCE TO DISEASE AND AFLATOXIN
CONTAMINATION — Baozhu Guo (P) and Brian Scully; Tifton, Georgia
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Problem Statement 4A: Functional Utilization of Plant Genomes — Translating Plant Genomics into
Crop Improvement. [CONTINUED]

6615-21000-010-00D
FUNCTIONAL GENOMICS OF AGRONOMIC TRAITS IN DEVELOPING SEED AND POLLEN IN MAIZE AND SORGHUM —
Prem Chourey (P), Alisa Huffaker, and Peter Teal; Gainesville, Florida

Problem Statement 4B: Biological Processes that Improve Crop Productivity and Quality.

1230-21000-048-00D
GENETIC ENGINEERING OF FLORAL BULB CROPS FOR VIRUS AND NEMATODE RESISTANCE — Kathryn Kamo
(P); U.S. National Arboretum, Washington, D.C.

1265-21000-141-00D
MOLECULAR APPROACHES TO ENHANCE PLANT NUTRIENT CONTENT, SHELF-LIFE, AND STRESS TOLERANCE —
Autar Mattoo (P); Beltsville, Maryland

1275-21000-185-00D
ENHANCEMENT OF BLUEBERRY, STRAWBERRY, AND BRAMBLES THROUGH MOLECULAR APPROACHES — Lisa
Rowland (P), Kimberly Lewers, Janet Slovin, Mark Ehlenfeldt, and James Polashock; Beltsville, Maryland

1275-21220-230-00D
MOLECULAR GENETIC APPROACHES TO PEST AND PATHOGEN RESISTANCE IN SUGAR BEET, BETA VULGARIS L. —
Anna Smigocki (P) and L. David Kuykendall; Beltsville, Maryland

1907-21000-033-00D
GENOMICS APPROACHES FOR IMPROVING NUTRITIONAL QUALITY OF FOOD CROP SPECIES — James Giovannoni
(P), Leon Kochian, Yong Yang, Li Li, and Theodore Thannhauser; Ithaca, New York

1907-21000-034-00D
GENOMIC APPROACHES TO IMPROVING TRANSPORT AND DETOXIFICATION OF SELECTED MINERAL ELEMENTS IN
CROP PLANTS — Leon Kochian (P), Yong Yang, and Theodore Thannhauser; Ithaca, New York

1931-21000-020-00D
USING FUNCTIONAL AND APPLIED GENOMICS TO IMPROVE STRESS AND DISEASE RESISTANCE IN FRUIT TREES —
Michael Wisniewski (P), John Norelli, Timothy Artlip, and Carole Bassett; Kearneysville, West Virginia

3602-21000-006-00D
IDENTIFICATION AND CHARACTERIZATION OF GENES IMPORTANT DURING SEED DEVELOPMENT IN LEGUMES —
Karen Hudson (P); West Lafayette, Indiana

3611-21000-024-00D
IDENTIFYING AND MANIPULATING DETERMINANTS OF PHOTOSYNTHATE PRODUCTION AND PARTITIONING —
Donald Ort (P), Elizabeth Ainsworth, Carl Bernacchi, and Steven Huber; Urbana, Illinois

3622-21000-033-00D
GENETIC ENHANCEMENT OF SOYBEAN SEED VALUE BY BIOTECHNOLOGY — Ivan Baxter (P), Douglas Allen, and
Melvin Oliver; Columbia, Missouri

3625-21000-057-00D
FUNCTIONAL GENOMICS OF CEREAL DISEASE DEFENSE — Roger Wise (P), Craig Abel, and Nicholas Lauter;
Ames, lowa

3640-21000-028-00D

FUNCTIONAL GENOMICS FOR IMPROVING NUTRIENTS AND QUALITY IN ALFALFA AND SOYBEAN — Carroll Vance
(P); St. Paul, Minnesota
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Problem Statement 4B: Biological Processes that Improve Crop Productivity and Quality. [CONTINUED]

3655-21000-052-00D
PHYSIOLOGICAL, BIOCHEMICAL AND GENETIC REGULATION OF CARBOHYDRATE METABOLISM IN CEREAL TISSUES
— Cynthia Henson (P); Madison, Wisconsin

3655-21000-053-00D
METABOLISM AND ANALYSIS OF CEREAL PHYTOCHEMICALS — Mitchell Wise (P) and Cynthia Henson;
Madison, Wisconsin

3655-21430-009-00D
IMPROVEMENT OF BARLEY SEED QUALITY THROUGH MOLECULAR AND FUNCTIONAL GENOMIC ANALYSIS OF GENE
EXPRESSION — Ronald Skadsen (P) and Cynthia Henson; Madison, Wisconsin

5320-21000-013-00D
MOLECULAR RESOURCES FOR THE IMPROVEMENT OF TROPICAL ORNAMENTAL AND FRUIT CROPS — Dennis
Gonsalves (P), Roxana Cabos, and Jon Suzuki; Hilo, Hawaii

5335-21000-034-00D
POSITIONAL CLONING IN MAIZE OF GENES THAT REGULATE PLANT ARCHITECTURE— Sarah Hake (P); Albany,
California

5325-21430-012-00D
PRODUCTION OF WHEAT GERMPLASM WITH ENHANCED BAKING QUALITY — Ann Blechl (P); Albany, California

5335-21430-008-00D
MOLECULAR GENETICS OF ETHYLENE BIOSYNTHESIS — Sarah Hake (P); Albany, California

5348-21000-023-00D

CHARACTERIZATION OF STRESS RESISTANCE GENES AND MECHANISMS, AND IMPROVEMENT AND GENOTYPING
OF WHEAT AND BARLEY GERMPLASM FOR THE WESTERN U.S. — Camille Steber (P), Deven See, Daniel
Skinner, and Kimberly Garland Campbell; Pullman, Washington

5366-21000-025-00D
PLANT AND SEED CHEMISTRY GENETICS — Victor Raboy (P) and John Bonman; Aberdeen, Idaho

5442-21430-007-00D
SUCROSE ACCUMULATION AND RETENTION IN SUGARBEETS — Karen Fugate (P) and Larry Campbell; Fargo,
North Dakota

6408-21410-008-00D
DISCOVERY AND DEVELOPMENT OF NATURAL PRODUCT FOR PHARMACEUTICAL AND AGRICHEMICAL
APPLICATIONS — Stephen Duke (P); University, Mississippi

6435-21000-016-00D
MOLECULAR ANALYSIS OF DEVELOPMENT TO IMPROVE COTTON FIBER — David Fang (P) and Hee Kim; New
Orleans, Louisiana

6615-21000-010-00D
FUNCTIONAL GENOMICS OF AGRONOMIC TRAITS IN DEVELOPING SEED AND POLLEN IN MAIZE AND SORGHUM —
Prem Chourey (P), Alisa Huffaker, and Peter Teal; Gainesville, Florida

6645-21000-028-00D

PHYSIOLOGICAL/BIOCHEMICAL MECHANISMS ASSOCIATED WITH GENETIC ALTERATION OF SOYBEAN QUALITY AND
PRoODUCTIVITY — Robert Upchurch (P), Earl Taliercio, Thomas Carter Jr., and Joseph Burton; Raleigh,
North Carolina
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Problem Statement 4C: Plant Biotechnology Risk Assessment.

1275-21000-224-00D
EVALUATION OF THE QUALITY AND SAFETY OF TRANSGENIC SOYBEANS — Savithiry Natarajan (P); Beltsville,
Maryland

1907-21000-032-00D
DETERMINATION AND CHARACTERIZATION OF UNINTENDED EFFECTS IN GENETICALLY MODIFIED FOOD CROPS —
Owen Hoekenga (P), James Giovannoni, and Leon Kochian; Ithaca, New York

1931-21000-017-00D

GENETIC IMPROVEMENT OF FRUIT CROPS THROUGH FUNCTIONAL GENOMICS AND BREEDING — Ralph Scorza
(P), Richard Bell, Ann Callahan, Zongrang Liu, Christopher Dardick, and Chinnathambi Srinivasan;
Kearneysville, West Virginia

3655-21000-054-00D
GENETIC EXCHANGE AND GENE FLOW RISKS FROM PLANTS IN AGRICULTURE — Johanne Brunet (P) and Philipp
Simon; Madison, Wisconsin

5320-21000-013-00D
MOLECULAR RESOURCES FOR THE IMPROVEMENT OF TROPICAL ORNAMENTAL AND FRUIT CROPS — Dennis
Gonsalves (P), Roxana Cabos, and Jon Suzuki; Hilo, Hawaii

5325-21000-018-00D
MOLECULAR TOOLS TO MINIMIZE RISK IN GENETICALLY ENGINEERED CROPS — Ann Blechl (P), Roger
Thilmony, and James Thomson; Albany, California

5335-21000-040-00D
TRANSGENE MANAGEMENT THROUGH SITE-SPECIFIC RECOMBINATION — Sarah Hake (P); Albany, California
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1230-21000-048-00D
GENETIC ENGINEERING OF FLORAL BULB CROPS FOR VIRUS AND NEMATODE RESISTANCE — Kathryn Kamo
(P); U.S. National Arboretum, Washington, D.C.

Kamo, K., Jordan, R., Guaragna, M.A., Hsu, H.T., Ueng, P. 2010. Resistance to cucumber mosaic virus in
Gladiolus plants transformed with either a defective replicase or coat protein subgroup Il gene from cucumber
mosaic virus. Plant Cell Reports. 29:695-704.

Kamo, K., Joung, Y.H., Green, K. 2009. GUS expression in Gladiolus plants controlled by two Gladiolus ubiquitin
promoters. Floriculture and Ornamental Biotechnology. 3:10-14.

1230-21000-050-00D
TAXONOMY AND GENETIC DIVERSITY ASSESSMENT OF LANDSCAPE TREES AND SHRUBS — Alan Whittemore (P)
and Joseph Kirkbride; U.S. National Arboretum, Washington, D.C.

A. T. Whittemore and R. Olsen. 2011. Ulmus americana is a polyploid complex. American Journal of Botany 98:
754-760.

R. Arias, R. S., N. Techen, T. A. Rinehart, R. T. Olsen, J. H. Kirkbride, Jr., andf B. E. Scheffler. 2011.
Development of simple sequence repeat markers for Chionanthus retusus (Oleaceae) and effective
discrimination of closely related taxa. HortScience 46(1):23-29.

Whittemore, A.T. 2009. What is Ranunculus gelidus? Journal of Botanical Research Institute of Texas. 3:245-250.

Delprete, P., Kirkbride, J.H. 2008. Clarification of Borreria gymnocephala, Diodia gymnocephala, Diodia
schumannii, Borreria flavoriens, and Spermacoce schumannii (Rubiaceae). Journal of Botanical Research
Institute of Texas. 3:245-250.

Whittemore, A.T. 2008. Exotic species of Celtis (Cannabaceae) in the flora of North America. Journal of the
Botanical Research Institute of Texas. 2:627-632.

Whittemore, A.T. 2008. Proposal to reject the name Ulmus campestris (Ulmaceae). Taxon. 57:656-657.

Whittemore, A.T. Ranunculaceae: Aquilegia, Ceratocephala, Myosurus, and Ranunculus. Flora of the San Juan
Basin.

Ramirez, P., Whittemore, A.T., Churchill, S.P. 2007. The bryophytes of the Departments of Norina and Putumayo,
Columbia: 1l. Hepatics and hornworts. The Bryologist. 111:363-549.

Kirkbride, J.H.Jr., Wiersema, J.H. 2007. Proposal to reject the name Arundo vallatoria (Poaceae). Taxon.
56(1):258.

Wiersema, J.H., Dahlberg, J. 2007. The nomenclature of Sorghum bicolor (L.) Moench (Gramineae). Taxon.
56(3):941-946.

Kirkbride, J.H., Wiersema, J.H. 2007. Proposal to conserve the name Zinnia elegans against Z. violacea
(Compositae). Taxon. 56(3):958-959.

Kirkbride, J.H. Jr., Wiersema, J.H., Turland, N.J. 2006. Proposal to conserve the name Ziziphus Jujuba against z.
zizyphus (Rhamnaceae). Taxon. 55(4):1049-1050.

* For the sake of consistency, projects are listed and organized in Appendixes 1 and 2 according to the ARS project
number used to track projects in the Agency’s internal database. A (P) after a scientist’'s name indicates the project’s
principal investigator.
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1230-21000-051-00D
GENETICS, GENETIC RESOURCE EVALUATION, AND GENETIC IMPROVEMENT OF LANDSCAPE TREES AND SHRUBS —

Margaret Pooler (P); U.S. National Arboretum, Washington, D.C.

Pooler, M.R. 2011. 'Anacostia’ Camellia. HortScience. 46:139-140.

Pooler, M.R. 2011. 'Cree' and 'Nantucket' Viburnum. HortScience. 45:1384-1385.

Ma, H., Olsen, R., Pooler, M, Kramer, Matthew. 2009. Evaluation of Flowering Cherry Species, Hybrids, and
Cultivars Using Simple Sequence Repeat Markers. Journal of the American Society for Horticultural Science.
134:435-444.

Ma, H., Pooler, M.R., Griesbach, R.J. 2009. Anthocyanin regulatory/structural gene expression in Phalaenopsis.
Journal of the American Society for Horticultural Science. 134:88-96.

Pooler, M.R. 2008. 'Betsy Ross', 'Old Glory', and 'Declaration’ lilacs. HortScience. 43(2):544-545.

Pooler, M.R., Nicholson, R., Vandergrift, A. 2008. Clonal fidelity in large colonies of box huckleberry (Gaylussacia
brachycea Gray) assessed by DNA fingerprinting. Northeastern Naturalist. 15(1):67-74.

Pooler, M.R. 2007. 'Dream Cater' and 'First Lady' Flowering Cherry. HortScience. 42(1):174-175.

1230-21000-052-00D
GENETICS, GENETIC IMPROVEMENT, AND IMPROVED PRODUCTION EFFICIENCY OF NURSERY CROPS — Sandra

Reed (P) and Donna Fare; McMinnville, Tennessee

Oliver, J.B., Fare, D.C., Youssef, N., Scholl, S., Reding, M.E., Ranger, C.M., Moyseenko, J.J., Halcomb, M.A.
2010. Evaluation of a single application of Neonicotnoid and multi-application contact insecticides for
flatheaded borer management in field grown Acer rubrum L. cultivars. Journal of Environmental Horticulture.
28(3):135-149.

Reed, S.M., Rinehart, T.A. 2009. SSR marker analysis of genetic relationships within Hydrangea paniculata.
HortScience. 44(1):21-31.

Wadl, P.A., Skinner, J.A., Dunlap, J.R., Reed, S.M., Rinehart, T.A., Trigiano, R.N. 2009. Honeybee-mediated
controlled pollinations in Cornus florida and C. kousa intra- and inter-specific crosses. HortScience. 44:1527-
1533.

Oliver, J.B., Fare, D.C., Youssef, N., Halcomb, M.A., Reding, M.E., Ranger, C.M. 2009. Evaluation of systemic
insecticides for potato leafthopper control in field-grown red maple. Journal of Environmental Horticulture.
27(1):17-23.

Reed, S.M., Bachman, G.R. and Davis, W.E. 2008. ‘Duet’ beautyberry. HortScience 43:933-934.

Reed, S.M., Jones, K., Rinehart, T.A. 2008. Production and characterization of intergeneric hybrids between
Dichroa febrifuga and Hydrangea macrophylla. Journal of the American Society for Horticultural Science.
133:84-91.

Li, Y., M.T. Windham, R.N. Trigiano, S.M. Reed, J.M. Spiers, and T.A. Rinehart. 2008. Effects of shading on
Cercospora leaf spot in bigleaf hydrangea. Proc. Southern Nursery. Assoc. Res. Conf. 53:379-380.

Reed, S.M. and Rinehart, T.A. 2007. SSR marker analysis of genetic relationships within Hydrangea macrophylla.
J. Amer. Soc. Hort. Sci. 132:341-351.

Jones, K.D., Reed, S.M. and Rinehart, T.A. 2007. Analysis of ploidy level and its effects on guard cell length,
pollen diameter and fertility in Hydrangea macrophylla. HortScience. 42:483-488.

Reed, S.M. and Rinehart, T.A. 2006. Hydrangea macrophylla and serrata - Should we lump 'em or split 'em?
Proceedings of the Southern Nursery Association Research Conference. 51:573-576.

Jones, K.D., Reed, S.M. and Rinehart, T.A. 2006. Wide crosses in the Hydrangeaceae: Dichroa febrifuga x
Hydrangea macrophylla. Proceedings of the Sourthern Nursery Association Research Conference. 51:577-
579.

1230-21000-053-00D
GENETIC IMPROVEMENT OF LANDSCAPE TREES FOR DISEASE AND PEST TOLERANCE, NON-INVASIVENESS, AND
ORNAMENTAL TRAITS — Richard Olsen (P); U.S. National Arboretum, Washington, D.C.

Trueblood, C.E., Ranney, T.G., Lynch, N.P., Neal, J.C., Olsen, R.T. 2010. Evaluating fertility of triploid clones of
Hypericum androsaemum L. for use as non-invasive landscape plants. HortScience. 45:1026-1028.

Montgomery, M.E., Bentz, S.E., Olsen, R.T. 2009. Evaluation of hemlock (Tsuga) species and hybrids for
resistance to Adelges tsugae (Hemiptera: Adelgidae) using artificial inoculation. Journal of Economic
Entomology. 102:1247-1254.

Olsen, R.T. and Whittemore, A.T. 2009. Validation of the hybrid flowering cherry Prunus xincam (Rosaceae).
Novon. 19:490-493.
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1230-21000-137-00D

GENETIC RESOURCES, EVALUATION, AND INFORMATION MANAGEMENT OF WOODY LANDSCAPE PLANT
GERMPLASM — Richard Olsen (P), Kevin Conrad, and Mark Roh; U.S. National Arboretum, Washington,
D.C.

Joung, Y., Suh, J., Lee, N., Eum, S., Roh, M.S. 2011. Identification of Hydrangeaceae accessions of wild origin
form Jeju, Korea using molecular markers. FLORA. 8(3):235-241.

Yuan, T., Wang, L.Y., Roh, M.S. 2010. Confirmation of Clematis hybrids using molecular markers. Scientia
Horticultureae. 125:136-145.

Roh, M.S., and Lawson, R. 2009. Source of boron in Curcuma for burn symptoms at leaf margins. J. Plant
Nutrition. 32:798-808.

Roh, M.S., Lee, A.K., Suh, J.K., Bordelon, C.M. 2009. Interspecific variations in seed germination of Corylopsis.
Scient. Hort. 118:347-350.

Roh, M.S., Lee, AK., Suh, J.K., Joung, Y.H., Choi, L.Y,, Lee, N.S., Park, J.0O., Koshioka, M., Yeau, S.H., Slovin,
J.E. 2009. Evaluation, characterization, and identification of woody landscape plants. Acta Hort. 769:327-338.

Roh, M., Joung, Young Hee, Suh, Jung Keun, and Lee, Ae-Kyung. 2008. Production of quality woody and floral
crops using innovative production techniques. Acta Hort. 766:29-44.

Roh, M.S., Cheong, E.J., Choi, I-Y and Young, Y.H. 2007. Characterization of wild Prunus yedoensis analyzed by
inter-simple sequence repeat and chloroplast DNA. Scientia Hort. doi:10.1016/J.scientia 2007.06.005.

Roh, M.S., Lee, A.K. and Suh, J.K. 2007. Induction of bulb maturity of Ornithogalum thyrsoides. Scienta Hort.
doi:10.1016/j.scientia.2007.06.004.

Roh, M.S., Lee, A.K., Choe, I-Y., Kim, J-Y., Joung, Y.H., Lee, S.H. and Such, J.K. 2007. Characterization of the
Corylopsis coreana using Molecular Markers. Hort. Environ. Biotechnol. 48:176-187.

1265-21000-141-00D
MOLECULAR APPROACHES TO ENHANCE PLANT NUTRIENT CONTENT, SHELF-LIFE, AND STRESS TOLERANCE —
Autar Mattoo (P); Beltsville, Maryland

Sobolev, A.P., Capitani, D., Giannino, D., Nicolodi, C., Testone, G., Santoro, F., Frugis, G., lannelli, M.A., Mattoo,
A.K., Brosio, E., Gianferri, R., Amico, I.D., Mannina, L. 2010. NMR-Metabolic Methodology in the Study of GM
Foods. Nutrients. 2:1-15.

Handa, A.K., Mattoo, A.K. 2010. Differential and functional interactions emphasize the multiple roles of
polyamines in plants. Plant Physiology and Biochemistry. 48:540-546.

Nambessan, S., Datsenka, T., Ferruzzi, M.G., Malladi, A., Mattoo, A.K., and Handa, A.K. 2010. Overexpression of
yeast spermidine synthase impacts ripening, senescence and decay symptoms in tomato. Plant J. 63:836-
847.

Srivastava, A., Gupta, A.K., Datsenka, T., Mattoo, A.K., and Handa, A.K. 2010. Maturity and ripening-stage
specific modulation of tomato (Solanum lycopersicum) fruit transcriptome. GM Crops 1:1-13.

Mattoo, A.K., Minoch, S., Minocha, R., Handa, A.K. 2009. Polyamines and cellular metabolism in plants:
Transgenic approaches reveal different responses to diamine putrescine versus higher polyamines
spermidine and spermine. Amino Acids. Available:
http://www.springerlink.com/content/05h3202610227w87/fulltext.html

1275-21000-185-00D
ENHANCEMENT OF BLUEBERRY, STRAWBERRY, AND BRAMBLES THROUGH MOLECULAR APPROACHES — Lisa
Rowland (P), Kimberly Lewers, Janet Slovin, Mark Ehlenfeldt, and James Polashock; Beltsville, Maryland

Bell, D.J., Stommel, J.R., Rowland, L.J., Drummond, F. 2010. Yield variation among clones of lowbush blueberry
as a function of kinship and self-compatibility. Journal of the American Society for Horticultural Science.
135:259-270.

Liu, C., Callow, P., Rowland, L.J., Hancock, J.F., Song, G. 2010. Adventitious shoot regeneration from leaf
explants of southern highbush blueberry cultivars. Plant Cell Tissue And Organ Culture. 103:137-144.

Polashock, J.J., Arora, R., Peng, Y., Dhananjay, N., Rowland, L.J. 2010. Functional identification of a blueberry
CBF/DREB-like element associated with cold acclimation and freezing tolerance. Journal of the American
Society for Horticultural Science. 135(1)40-48.

Rowland, L.J., Alkharouf, N., Bassil, N.V., Beers, L., Bell, D.J., Buck, E., Drummond, F.A., Finn, C.E., Graham, J.,
Hancock, J., Mccallum, S., Olmstead, J. 2010. Generating genomic tools for blueberry improvement -- an
update of our progress. HortScience. 2010:45(8)S197.
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Spigler, R.B., Ashman, T., Lewers, K.S. 2010. Genetic architecture of sexual dimorphism in a subdioecious plant
with a proto-sex chromosome. Evolution. DOI: 10.1111/j.1558-5646.2010.01189.x.

Bell, D.J., Rowland, L.J., Smagula, J.M., Drummond, F.A. 2009. Recent Advances in the Biology and Genetics of
Lowbush Blueberry. Experiment Station Bulletins. MAFES Technical Bulletin 203:1-28

Bell, D.J., Rowland, L.J., Zhang, D., Drummond, F.A. 2009. The spatial genetic structure of lowbush blueberry,
Vaccinium angustifolium Ait., in four fields in Maine. Botany. 87:932-946

Lewers, K.S., Saski, C.A., Cuthbertson, B.J., Henry, D.C., Staton, M.E., Main, D.S., Dhanaraj, A.L., Rowland, L.J.,
Tomkins, J.P. 2008. A blackberry (Rubus L.) expressed sequence tag library for the development of simple
sequence repeat markers. Plant Science. 8:69-76.

Bell, D.J., Rowland, L.J., Polashock, J.J., Drummond, F.A. 2008. Suitability of EST-PCR markers developed in
highbush blueberry (Vaccinium corymbosum L.) for genetic fingerprinting and relationship studies in lowbush
blueberry (V. angustifolium Ait.). Journal of the American Society for Horticultural Science. 133:701-707.

Alkharouf, N.W., Dhanaraj, A.L., Naik, D., Overall, C., Matthews, B.F., Rowland, L.J. 2007. Bbgd: an online
database for blueberry genomic data.. Biomed Central (BMC) Plant Biology. 7:05.

Naik, D., Dhanaraj, A.L., Arora, R., Rowland, L.J. 2007. Identification of cold-responsive genes in blueberry
(Vaccinium corymbosum L.) using a hybridization approach. Plant Science. 173: 213-222

Polashock, J.J., Saftner, R.A., Ehlenfeldt, M.K. 2007. Organoleptic Analysis of Blueberry Cultivars. New Jersey
Annual Vegetable Meeting Proceedings, pp. #152-153.

Dhanaraj, A.L., Alfharouf, N.W., Beard, H.S., Chouikha, |.B., Matthews, B.F., Wei, H., Arora, R., Rowland, L.J.
2006. Gene expression profiles during cold acclimation in blueberry under field and cold room conditions
using cdna microarrays. Planta. DOI10.1007/s00425-006-0382-1. 225:735-751.

1275-21000-190-00D
GENETIC ENHANCEMENT OF POTATOES FOR NUTRITIONAL AND PROCESSING QUALITY AND FOR RESISTANCE TO
DISEASES — Kathleen Haynes (P); Beltsville, Maryland

Haynes, K.G., Clevidence, B.A., Rao, D.D., Vinyard, B.T., White, J.M. 2010. Genotype x environment interactions
for potato tuber carotenoid content. Journal of the American Society for Horticultural Science. 135:250-258.

Clough, M.E., Yencho, C.G., Christ, B., Delong, W., Halseth, D., Haynes, K.G., Henninger, M., Hutchinson, C.,
Kleinhenz, M., Porter, G., Veilleux, R. 2010. An Interactive Online Database for Potato Varieties Evaluated in
the Eastern U.S.. HortTechnology. 20:245-249.

Haynes, K.G., Wanner, L.A., Thill, C.A., Bradeen, J.M., Miller, J., Novy, R.G., Whitworth, J.L., Corsini, D.L.,
Vinyard, B.T. 2010. Common Scab Trials of Potato Varieties and Advanced Selections at Three U.S.
Locations. American Journal of Potato Research. 86:261-276.

Haynes, K.G., Christ, B., Burkhart, C., Vinyard, B.T. 2009. Heritability of Resistance to Common Scab in Diploid
Potatoes. American Journal of Potato Research. 86:165-170.

Santa Cruz, J., Haynes, K.G., Chris, B.J. 2009. Effects of one cycle of recurrent selection for early blight
resistance in a diploid hybrid solanum phureja-S. stenotomum population. American Journal of Potato
Research. 86:490-498.

Wickramasinge, W., Qu, S., Costanzo, S., Haynes, K.G., Christ, B. 2009. Development of PCR-Based Markers
Linked to Quantitative Resistance to Late Blight in a Diploid Hybrid Potato Population of Solanum phureja x S.
stenotomum. American Journal of Potato Research. 86:188-195.

Mccord, P., Yencho, G., Haynes, K.G., Sterrett, S. 2008. Internal Heat Necrosis of Potato A Review. American
Journal of Potato Research. 85:69-76.

Haynes, K.G. 2008. Heritability of Chip Color and Specific Gravity in a Long-Day Adapted Solanum phureja-S.
stenotomum Population. American Journal of Potato Research. 85:361-366.

Haynes, K.G., Christ, B.J., Vinyard, B.T. 2008. Determining the Importance of Combining Ability for Late Blight
Resistance in Early Generations of Potato Breeding When Susceptible Clones are Discarded. American
Journal of Potato Research. 85:445-454.

Haynes, K.G., Goth, R.W., Lambert, D.H., Christ, B.J. 2007. Evaluation of a short-day adapted tetraploid potato
population with horizontal resistance to phythphora infestans under long-day conditions in northern Maine.
American Journal of Potato Research. 84:459-466.

Burkhart, C.R., Christ, B.J., Haynes, K.G. 2007. Heritability of resistance to fusarium dry rot in a diploid hybrid
potato population. American Journal of Potato Research. 84:199-204.
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1275-21000-195-00D
GENETIC ENHANCEMENT OF QUALITY CONSTITUENTS IN SOLANACEOUS VEGETABLES — John Stommel (P);
Beltsville, Maryland

Lightbourn, G., Winkel, B., Griesbach, R.J., Stommel, J.R. 2009. Transcription Factor Families Regulate the
Anthocyanin Biosynthetic Pathway in Capsicum. Journal of the American Society for Horticultural Science.
134:244-251.

Stommel, J.R., Griesbach, R.J. 2008. Capsicum Annuum L. Lil' Pumpkin and Pepper Jack. HortScience. 43:935-
938.

Stommel, J.R., Griesbach, R.J. 2008. Capsicum Annuum L. Midnight Creeper and Solar Eclipse. HortScience.
43:939-942.

Stommel, J.R., Griesbach, R.J. 2008. Inheritance of fruit, foliar and plant habit attributes in Capsicum L. Journal of
the American Society for Horticultural Science. 133:396-407.

Lightbourn, G., Griesbach, R., Stommel, J.R. 2007. Genetic basis for genotype-environment interactions
influencing flavonoid gene expression in Capsicum. Molecular Genetics and Genomics. 132:824-829.

1275-21000-224-00D
EVALUATION OF THE QUALITY AND SAFETY OF TRANSGENIC SOYBEANS — Savithiry Natarajan (P); Beltsville,
Maryland

Natarajan, S.S., Krishnan, H.B., Lakshman, S., Garrett, W.M. 2009. An efficient extraction method to enhance
analysis of low abundant proteins from soybean seed. Analytical Biochemistry. 394(2):259-268.

1275-21000-226-00D
NATIONAL RHIzOBIUM GERMPLASM RESOURCE COLLECTION, GENETIC RESOURCE MANAGEMENT, SYSTEMATICS,
AND BIOINFORMATICS — Peter Van Berkum (P); Beltsville, Maryland

Bromfield, E.S., Tambong, J.T., Cloutier, S., Prevost, D., Lagurerre, G., Van Berkum, P.B., Tran Thi, T.V,,
Assabgui, R., Barran, L.R. 2010. Ensifer, Phyllobacterium and Rhizobium species occupy nodules of
Medicago sativa (alfalfa) and Melilotus alba (sweet clover) grown at a Canadian site without a history of
cultivation. Microbiology. 156:505-520.

Van Berkum, P.B., Elia, P.E., Eardly, B.D. 2010. Application of Multilocus Sequence Typing To Study the Genetic
Structure of Megaplasmids in Medicago-Nodulating Rhizobia. Applied and Environmental Microbiology.
76:3967-3977.

Zurdo-Pineiro, J.L., Garcia-Fraile, P., Rivas, R., Leon-Barrios, M., Willems, A., Mateos, P.F., Martinez-Molina, E.,
Velazquez, E., Van Berkum, P.B. 2009. Rhizobia from Lanzarote, the Canary Islands, that nodulate
Phaseolus vulgaris have characteristics in common with LMW RNA group Il Sinorhizobium meliloti of
Medicago, Melilotus and Trigonella from soils of mainland Spain. Applied and Environmental Microbiology.
75:2354-2359.

Van Berkum, P.B., Fuhrmann, J.J. 2009. Evidence from ITS sequence analysis of 31 and 110 serogroup soybean
strains that extant members of the genus Bradyrhizobium are likely the products of reticulate evolutionary
events. Applied and Environmental Microbiology. 75:78-82.

Del Villar, M., Rivas, R., Peix, A., Mateos, P.F., Martinez-Molina, E., Van Berkum, P.B., Willems, A., Velazquez,
E. 2008. Two different stable low molecular weight RNA (LMW RNA) profiles within Sinorhizobium meliloti and
within Sinorhizobium medicae. FEMS Microbiology Letters. 282:273-281.

Zribi, K., Badri, Y., Van Berkum, P.B., Aouani, M.E. 2007. Medicago ciliaris growing in Tunisian soils is
preferentially nodulated by Sinorhizobium medicae. Australian Journal of Soil Science. 45:473-477.

Martir, M., Tlusty, B., Van Berkum, P.B., Graham, P.H. 2007. The genetic diversity of rhizobia associated with
Dalea purpurea Vent. in fragmented grasslands of West-Central Minnesota. Canadian Journal of
Microbiology. 53:351-363.

Van Berkum, P.B., Abou-Shanab, R.A., Angle, J.S. 2007. Heavy metal resistance and genotypic analysis of metal
resistance genes in gram-positive and gram-negative bacteria present in serpentine soil and in the
rhizosphere of alyssum murale. Chemosphere. v. 68, p. 360-367.

Van Berkum, P.B., Badri, Y., Elia, P.E., Aouani, M.E., Eardly, B.D. 2007. Chromosomal and symbiotic
relationships of rhizobia nodulating Medicago truncatula and M. laciniata. Applied and Environmental
Microbiology. 73(23)7597-7604.

Van Berkum, P.B., Badri, Y., Zribi, K., Badri, M., Aouani, M.E., Huguet, T. 2007. Comparison of rhizobia that
nodulate medicago laciniata and m. truncatula present in a single tunisian arid soil. Canadian Journal of
Microbiology. 53:277-283.
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Van Berkum, P.B., Beyhaut, E., Tlusty, B., Graham, P.H. 2006. Rhizobium giardinii is the microsymbiont of illinois
bundleflower (desmanthus illinoensis (michx) macmillan in midwestern prairies. Canadian Journal of
Microbiology. 52:903-907.

Van Berkum, P.B., Elia, P.E., Eardly, B.D. 2006. Multi-locus sequence typing (mist), a basis for the population
analysis of medicago-nodulating rhizobia. Journal of Bacteriology. 188:5570-5577.

1275-21000-228-00D
EXCHANGE OF CROP GENETIC RESOURCES AND ASSOCIATED DOCUMENTATION FOR THE U.S. NATIONAL PLANT
GERMPLASM SYSTEM — Edward Garvey (p), John Wiersema, and Karen Williams; Beltsville, Maryland

Dorr, L., Wiersema, J.H. 2010. Names of American vascular plants published in Loefling’s Iter Hispanicum (1758)
and its German translation(1766). Taxon. 59(4):1245-1262

Dorr, L.J., Wiersema, J.H. 2010. (1947-1958) Proposals to reject twelve names emanating from Loefling's Iter
Hispanicum (1758), Ayenia sidiformis (Malvaceae), Cofer (Symplocaceae), Cruzeta and C. hispanica
(Amaranthaceae), Edechia inermis and E. spinosa (Rubiaceae), Justicia putata (Acanthaceae), Menais and
M. topiaria (? Boraginaceae), Muco (Capparaceae), Samyda parviflora (Salicaceae), and Spermacoce
suffruticosa (Rubiaceae). Taxon. 59(4):1280-1282.

Reveal, J.L., Gandhi, K.N., Wiersema, J.H. 2009. Proposal to conserve the name Thaspium
(Umbelliferae/Apiaceae). Taxon 58(3): 14.

Lohne, C., Borsch, T., Jacobs, S.W.L., Hellquist, C.B., Wiersema, J.H. 2008. Nuclear and plastid DNA
sequences reveal complex reticulate patterns in Australian water-lilies (Nymphaea subgenus Anecphya,
Nymphaeaceae). Australian Systematic Botany. 21(4):229-250.

Lohne, C., Yoo, M., Borsch, T., Wiersema, J.H., Wilde, V., Bell, C.D., Barthlott, W., Soltis, D.E., Soltis, P.S. 2008.
Biogeography of Nymphaeales: Extant patterns and historical events. Taxon 57(4):1123-1146.

Ward, D.B., Wiersema, J.H. 2008. (1807) Proposal to reject the name Juglans alba (Carya alba)(Juglandaceae).
Taxon. 57(1):308-310.

Borsch, T., Hilu, KW., Wiersema, J.H., Lohne, C., Barthlott, W., Wilde, V. 2007. Phylogeny analysis of Nymphaea
(Nymphaeaceae): Evidence from substitutions and microstructural changes in the chloroplast trnT-trnF region.
International Journal of Plant Sciences. 168:639-671.

Lohne, C., Borsch, T., Wiersema, J.H. 2007. Phylogenetic analysis of Nymphaeales using fast-evolving and non-
coding chloroplast markers. Botanical Journal of the Linnean Society. 154:141-163.

Wiersema, J.H., Dahlberg, J. 2007. The nomenclature of Sorghum bicolor (L.) Moench (Gramineae). Taxon.
56(3):941-946.

1275-21000-263-00D
DEFINING THE GENETIC DIVERSITY AND STRUCTURE OF THE SOYBEAN GENOME AND APPLICATIONS TO GENE
DISCOVERY IN SOYBEAN AND WHEAT GERMPLASM — Perry Cregan (P) and David Hyten; Beltsville, Maryland

Hyten, D.L., Cannon, S.B., Song, Q., Weeks, N.T., Fickus, E.W., Shoemaker, R.C., Specht, J.E., May, G.D.,
Cregan, P.B. 2010. High-Throughput SNP Discovery through Deep Resequencing of a Reduced
Representation Library to Anchor and Orient Scaffolds in the Soybean Whole Genome Sequence. Biomed
Central (BMC) Genomics. 11:38.

Hyten, D.L., Choi, I., Song, Q., Specht, J.E., Carter Jr, T.E., Shoemaker, R.C., Hwang, E., Matukumalli, L.K.,
Cregan, P.B. 2010. A high density integrated genetic linkage map of soybean and the development of a 1,536
Universal Soy Linkage Panel for QTL mapping. Crop Science. 50:960-968.

Hyten, D.L., Song, Q., Fickus, E.W., Choi, |., Quigley, C.V., Hwang, E., Pastor Corrales, M.A., Cregan, P.B. 2010.
High-throughput SNP discovery and assay development in Common Bean. Biomed Central (BMC) Genomics.
11:475.

Song, Q., Jia, G., Zhu, Y., Hwang, E., Hyten, D.L., Cregan, P.B., Grant, D.M., Nelson, R. 2010. Abundance of
SSR motifs and development of candidate polymorphic SSR markers (BARCSOYSSR_1.0) in soybean. Crop
Science. 50:1950-1960.

Hyten, D.L., Smith, J.R., Frederick, R.D., Tucker, M.L., Song, Q., Cregan, P.B. 2009. Bulk Segregate Analysis
using the GoldenGate Assay to Locate the Rpp3 Locus that Confers Resistance to Phakopsora pachyrhizi
(Soybean Rust) in Soybean. Crop Science. 49:265-271.

Wu, X., Blake, S., Sleper, D.A., Shannon, J.G., Cregan, P.B., Nguyen, H.T. 2008. QTL and Additive and Epistatic
Effects for SCN Resistance in Pl 437654. Theoretical and Applied Genetics. 118:1093-1105.

Gaitan-Solis, E., Choi, I., Quigley, C.V., Cregan, P.B., Tohme, J. 2008. Single nucleotide polymorphisms in
common bean: their discovery and genotyping using a multiplex detection system. The Plant Genome. 1:125-
134.
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Hyten, D.L., Song, Q., Choi, I., Yoon, M., Specht, J.E., Matukumalli, L.K., Shoemaker, R.C., Young, N.D., Cregan,
P.B. 2008. High-throughput genotyping with the GoldenGate assay in the highly complex genome of soybean.
Theoretical and Applied Genetics. 116:945-952.

Wu, X., Zhong, G., Findley, S., Cregan, P.B., Stacey, G., Nguyen, H.T. 2008. Genetic marker anchoring by six-
dimensional pools for development of a soybean physical map. Biomed Central (BMC) Genomics. 9:28.

Choi, I., Hyten, D.L., Matukumalli, L.K., Song, Q., Chaky, J.M., Quigley, C.V., Chase, K., Lark, K.G., Reiter, R.S.,
Yoon, M., Hwang, E., Yi, S., Young, N.D., Shoemaker, R.C., Van Tassell, C.P., Specht, J.E., Cregan, P.B.
2007. A soybean transcript map: discovery and mapping of single nucleotide polymorphisms in soybean
genes. Genetics. 176:685-696.

Hyten, D.L., Choi, I., Song, Q., Shoemaker, R.C., Nelson, R.L., Costa, J.M., Specht, J.E., Cregan, P.B. 2007.
Highly Variable Patterns of Linkage Disequilibrium in Multiple Soybean Populations. Genetics. 175:1937-1944.

Hyten, D.L., Hartman, G.L., Nelson, R.L., Frederick, R.D., Concibido, V.C., Cregan, P.B. 2007. Map location of
the Rpp1l locus that confers resistance to Phakopsora pachyrhizi (soybean rust) in soybean. Crop Science.
47:837-840.

1275-21000-264-00D
MOLECULAR CHARACTERIZATION AND DIVERSITY ASSESSMENT OF COCOA GERMPLASM IN THE AMERICAS —
Dapeng Zhang (P) and Lyndel Meinhardt; Beltsville, Maryland

Moatilal, L., Zhang, D., Umaharan, P., Mischke, B.S., Mooleedhar, V., Meinhardt, L.W. 2010. The relic Criollo
cacao in Belize- genetic diversity and relationship with Trinitario and other cacao clones held in the
International Cocoa Genebank, Trinidad. Plant Genetic Resources: Characterization and Utilization. Available
at http://dx.doi.org/10.1017/S1479262109990232.

Tiburcio, R.A., Costa, G.G., Carazzolle, M.F., Schuster, S.C., Carlson, J.E., Guiltinan, M.J., Bailey, B.A., Argueso,
J.L., Mieckowski, P., Meinhardt, L.W., Pereira, G.A. 2009. Genes acquired by horizontal transfer are
potentially involved in the evolution of phytopathogenicity in Moniliophthora perniciosa and Moniliophthora
roreri, two of the major pathogens of cacao. Journal of Molecular Evolution. 70:85-97.

Zhang, D., Boccara, M., Matilal, L., Mischke, B.S., Johnson, E.S., Butler, D., Bailey, B.A., Meinhardt, L.W. 2009.
Molecular characterization of an earliest cacao (Theobroma cacao L.) collection from Peruvian Amazon using
microsatllite DNA markers. Tree Genetics and Genomes. http://dx.doi.org/10.1007/s11295-009-0212-2.

Johnson, E.S., Aime, M.C., Crozier, J., Flood, J., Schnell li, R.J. A new morpho-type of phytophthora palmivora on
cacao in central america. Proceedings of the International Cocoa Producer's Conference.pp. 31-39.

Johnson, E.S., Bekele, F., Brown, J.S., Song, J.H., Motamayor, J., Zhang, D., Schnell Il, R.J., Meinhardt, L.W.
2009. Population Structure and Genetic Diversity of the Trinitario Cacao (Theobroma Cacao L.) from Trinidad
and Tobago. Crop Science. 49:564-572.

Guiltinan, M.J., Verica, J., Zhang, D., Figueira, A. 2008. Genomics of Theobroma cacao, “the Food of the Gods”.
In: Moore, P.H. & Ming, R. editors Genomics of Tropical Crop Plants. 1st edition. New York, NY: Springer. p.
145-170.

Khan, N., Motilal, L.A., Sukha, D.A., Bekele, F.L., lwaro, A.D., Bidaisee, P., Umaharn, L.H., Grierson, L.H., Zhang,
D. 2008. Variability of butterfat content in cacao (Theobroma cacao L.): combination and correlation with other
seed-derived traits at the International Cocoa Genebank, Trinidad. Plant Genetic Resources.
http://dx.doi.org/10.1017/S1479262108994132.

Lachenaud, P., Zhang, D. 2008. Genetic diversity and population structure in wild stands of cacao trees
(Theobroma cacao L.) in French Guiana. Forest Science. 65(3):310.

Meinhardt, L.W., Rincones, J., Bailey, B.A., Aime, M.C., Griffith, C., Zhang, D., Pereira, G. 2008. Moniliophthora
perniciosa, the causal agent of witches’ broom disease of cacao: What's new from this old foe. Molecular
Plant Pathology. 9(5):577-588.

Mondego, J.M., Carazolle, M.F., Costa, G., Formighieri, L.P., Parizzi, L.P., Rincones, J., Cotomacci, C., Vidal,
R.O., Estrela, R.C., Garcia, O., Castro, L.A., Gramacho, K.P., Goncalves, M.S., Neto-Goes, A., Barbosa, L.V.,
Guiltinan, M.J., Bailey, B.A., Meinhardt, L.W., Cascardo, J.C., Pereira, G.A. 2008. A genome survey of
Moniliophthora perniciosa gives new insights into Witches’ Broom Disease of cacao. Biomed Central (BMC)
Genomics. 9:548.

Moatilal, L., Zhang, D., Umaharan, P., Mischke, B.S., Boccara, M., Pinney, S.M. 2008. Increasing accuracy and
throughput in large-scale microsatellite fingerprinting of cacao field germplasm collections. Tropical Plant
Biology. 2:23-37.

Rincones, J., Scarpari, L.M., Mondego, J.M., Carazzolle, M.F., Formighieri, E.F., Costa, G.G., Barau, J.G., Vilas-
Boas, L.A., Sabha, M., Azevedo, R.A., Dias, R., Cascardo, J.M., Meinhardt, L.W., Periera, G.A. 2008.
Differential gene expression between the biotrophic-like and saprotrophic mycelia of the Witches’ broom
pathogen Moniliophthora perniciosa. Molecular Microbiology. 21:891-908.

Zhang, D., Amores, F., Cedeno, A., Hermann, M., Meinhardt, L.W. 2008. Genetic diversity and population
structure of cacao landraces in Northern and Central coastal Ecuador. Conservation Genetics. 9(2) 327-337.
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Formighieri, E.F., Tiburcio, R.A., Armas, E.D., Shimo, H.M., Carels, N., Goes-Neto, A., Araujo, M.R., Cotomacci,
C., Carazzolle, M.F., Thomazella, D.P., Sardinha-Pinto, N., Rincones, J., Digiampietri, L.A., Carraro, D.M.,
Azeredo-Espin, A., Reis, S.F., Deckman, A.C., Gramacho, K., Goncalves, M.S., Moura-Neto, J.P., Luciana,
V.B., Meinhardt, L.W., Cascardo, J.C., Pereira, G.A. 2008. The phytopathogenic basidiomycete
Moniliophthora perniciosa senesces and contains a kalilo-like plasmid stably integrated in its large
mitochondrial genome. Mycological Research. http://apsjournals.apsnet.org/doi/pdf/10.1094/MPMI-21-7-0891.

Zhang, D., Mischke, B.S., Johnson, E.S., Mora, A., Phillips-Mora, W., Meinhardt, L.W. 2008. Molecular
characterization of an International cocoa collection using microsallte markers. Tree Genetics & Genomics.
doi: http://dx.doi.org/10.1007/s11295-008-0163-z.

Garcia, O., Macedo, J., Tiburcio, R., Zaparoli, G., Bittencourt, L.M., Ceita, G., Rincones, J., Micheli, F., Gesteira,
A., Mariano, A., Schiavinato, M.A., Medrano, F., Meinhardt, L.W., Pereira, G.A., Cascardo, J.C. 2007.
Characterization of Necrosis and Ethylene inducing Proteins (NEP) in the Basidiomycete Moniliophthora
perniciosa, the Causal Agent of Witches’ Broom in Theobroma cacao. Mycological Research. 111:443-455.

Ceita, G.D., Macedo, J.N., Santos, T.B., Alemanno, L., Gesteira, A.D., Micheli, F., Mariano, A.C., Gramacho,
K.P., Silva, D.D., Meinhardt, L.W., Mazzafera, P., Pereira, G.A., Cascardo, J.D. Involvement of calcium
oxalate degradation during programmed cell death in Theobroma cacao tissues triggered by the
hemibiotrophic fungus Moniliophthora perniciosa. Plant Science. 173 (2007) 106-117

Johnson, E.S., Mora, A., Schnell li, R.J. 2007. Field guide efficacy in the identification of reallocated clonally
propagated accessions of cacao (theobroma cacao |.). Genetic Resources and Crop Evolution. 54:1301-1313.

Johnson, E., Phillips, W., Bekele, F., Zhang, D., Schnell li, R.J. 2007. Field guide to the uf clones of costa rica.
Proceedings of the International Cocoa Producer's Conference. San Jose, Costa Rica Oct 9-14. Vol. |: 641-
646.

Zhang, D., Boccara, M., Matilal, L., Butler, D.R., Umaharan, P., Mischke, B.S., Meinhardt, L.W. 2006.
“Refractario” cocoa — genetic identity and genetic structure assessed using microsallite markers. Conservation
Genetics. 9(2):327-337.

1275-21220-189-00D

ENHANCEMENT OF SMALL FRUIT GERMPLASM THROUGH GENOMIC CHARACTERIZATION AND GENETIC
IMPROVEMENT WITH EMPHASIS ON DISEASE RESISTANCE — Mark Ehlenfeldt (P), Kimberly Lewers, James
Polashock, And Shiow Wang; Beltsville, Maryland

Ehlenfeldt, M.K., Martin Jr, R.B. 2010. Seed set, berry weight, and yield interactions in highbush blueberry
cultivars (Vaccinium corymbosum L.) ‘Bluecrop’ and ‘Duke’. Journal of American Pomological Society. 64:161-
170.

Ehlenfeldt, M.K., Polashock, J.J., Stretch, A.W., Kramer, M.H. 2010. Mummy Berry Fruit Rot and Shoot Blight
Incidence in Blueberry: Prediction, Ranking, and Stability in a Long-term Study. HortScience. 45:92-97.

Wang, S.Y., Chen, C. 2010. Effect of allyl isothiocyanate on antioxidant enzyme activities, flavonoids and fruit
quality of blueberry (Vaccinium corymbosum L., cv. Duke). Food Chemistry. 122(2010)1153-1158.

Wang, S.Y., Chen, C., Yin, J. 2010. Effect of allyl isothiocyanate on antioxidants and fruit decay of blueberries.
Food Chemistry. 120:199-204.

"Wang, S.Y., Millner, P.D. 2009. Effect of Compost Socks System on Antioxidant Capacity, Flavonoid Content,
and Fruit Quality  of Strawberries. Journal of Agricultural and Food Chemistry. 57:9651-9657."

Cline, W.0., Ballington, J.R., Polashock, J.J. 2009. Blueberry Red Ringspot Observations and Findings in North
Carolina. Meeting Abstract. 810:305-312

Ehlenfeldt, M.K., Finn, C.E. G-435 and ars 96-138, pink-fruited blueberry selections. HortScience. 42:172-173.

Ehlenfeldt, M.K., Rowland, L.J., Ogden, E.L., Vinyard, B.T. 2009. Cold hardiness of southern-adapted blueberry
genotypes and the potential for their use in northern adapted blueberry breeding. Plant Breeding. 128:393-
396.

Johnson-Cicalese, J., Vorsa, N., Polashock, J.J. 2009. Breeding for fruit rot resistance in vaccinium macrocarpon.
In: Proceedings of the Ninth International Vaccinium Symposium, July 14-16, 2008, Corvallis, Oregon. p.191-
195.

Polashock, J.J., Caruso, F.L., Oudemans, P.V., Mcmanus, P., Constantelos, C., Crouch, J. 2009. Species
identification and variation in the North American cranberry fruit rot complex. In: Acta Horticulturae
International Symposium on Vaccinium Culture Proceedings, July 13-16, 2008, Corvallis, Oregon. p. 395-399.

Polashock, J.J., Ehlenfeldt, M.K., Crouch, J.A. 2009. Molecular detection and discrimination of blueberry red
ringspot virus strains causing disease in cultivated blueberry and cranberry. Plant Disease. 23:720-726.

Polashock, J.J., Oudemans, P.V., Caruso, F.L., Mcmanus, P., Crouch, J. 2009. Population structure of the North
American cranberry fruit rot complex. Plant Pathology. 58:1116-1127.

Vorsa, N., Johnson-Cicalese, J., Polashock, J.J. 2009. A blueberry by cranberry hybrid derived from a Vaccinium
darrowi x (V. macrocarpon x V. oxycoccus) intersectional cross. Proceedings of the Ninth International
Vaccinium Symposium, July 14-16, 2008, Corvallis, Oregon. p.187-189.
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Wang, S.Y., Chen, C., Wang, C.Y. 2009. The influence of light and maturity on fruit quality and flavonoid content
of red raspberries. Food Chemistry. 112:676-684.

Ehlenfeldt, M.K., Finn, C.E. G-435 and ars 96-138, pink-fruited blueberry selections. HortScience. 42:172-173.

Wang, S.Y., Bowman, L., Ding, M. 2008. Methyl Jasmonate Enhances Antioxidant Activity, Flavonoid Content and
Antiproliferation of Human Cancer Cells in Blackberries (Rubus spp.). Journal of Agricultural and Food
Chemistry. 107:1261-1269.

Black, B., Frisby, J., Lewers, K.S., Takeda, F., Finn, C.E. 2008. Heat unit model for predicting bloom dates in
Rubus. HortScience. 43(7):2000-2004.

Polashock, J.J. 2008. New and Emerging Pathogens of Blueberry. New Jersey Annual Vegetable Meeting
Proceedings. p. 140.

Oudemans, P., Polashock, J.J., Vinyard, B. 2008. Fairy Ring Disease of Cranberry: Assessment of Crop Losses
and Impact on Cultivar Genotype. Plant Disease. 92:616-622.

Feng, R., Wang, S.Y., Ni, H., Tourkova, I., Shulin, M., Yin, X. 2007. Cyanidin-3-rutinoside, a natural polyphenol
antioxidant, selectively kills leukemic cells by induction of oxidative stress. Oncogene. 282:13468-13476

Black, B., Ehlenfeldt, M.K. 2007. Foliar Applications of GA4+7 Reduce Flowering in Highbush Blueberry.
HortScience, vol. 42, pp. 555-558.

Polashock, J.J. 2007. A Multifaceted Approach to Cranberry Improvement. Meeting Abstract. p.17.

Wang, S.Y., Ballington, J.R. 2007. Free radical scavenging capacity and antioxidant enzyme activity in deerberry
(vaccinium stamineum |.). Food Science and Technology Today. 73:1352-1361.

Wang, S.Y., Bowman, L., Ding, M. 2007. Variations in free radical scavenging capacity and antiproliferative
activity among different genotypes of autumn olive (elaeagnus umbellate thunb).. Planta Medica. 73:451-460

Wang, S.Y., Chen, C., Wang, C.Y., Chen, P. 2007. Resveratrol Content in Strawberry Fruit is Affected by
Preharvest Conditions. Journal of Agriculture and Food Chemistry. 55:8269-8274.

Wang, S.Y., Fordham, I.M. 2007. Differences in Chemical Composition and Antioxidant Capacity among Different
Genotypes of Autumn Olive (Elaeagnus umbellate Thumb). Journal of the Science of Food and Agriculture.
45(4):402-409.

Feng, R., Wang, S.Y., Ni, H., Tourkova, I., Shulin, M., Yin, X. 2007. Cyanidin-3-rutinoside, a natural polyphenol
antioxidant, selectively kills leukemic cells by induction of oxidative stress. Oncogene. 282:13468-13476

Wang, S.Y., Lewers, K.S. 2007. Antioxidant capacity and flavonoid contents in wild strawberries. Journal
American Society Hortscience. 132(5):629-637.

Wang, S.Y., Lewers, K.S., Bowman, L., Ding, M. 2007. Antioxidant Activities and Inhibition of Cancer Cell
Proliferation in Wild Strawberries. Journal American Society Hortscience. 132(5):647-658.

Polashock, J.J., Oudemans, P. 2006. Fairy ring disease increases host genetic diversity in cultivated cranberry.
National American Phytopathology Meetings.

1275-21220-226-00D
OPERATING AND DEVELOPING THE GERMPLASM RESOURCES INFORMATION NETWORK FOR THE U.S. GENETIC
RESOURSES PROGRAM — Gary Kinard (P); Beltsville, Maryland

Arnaud, E., S. Dias, M. Mackay, P. Cyr, C. Gardner, P. Bretting, G. Kinard, L. Guarino, and S. Louafi. 2010. Chapter
11: A global portal enabling worldwide access to information on conservation and use of biodiversity for food and
agriculture. Pp. 175-185 in L. Maurer and K. Tochtermann (eds.) Information and Communication Technologies
for Biodiversity Conservation and Agriculture. Shaker Verlag, Aachen, Germany.

1275-21220-229-00D
GENOMICS AND PROTEOMICS APPROACHES TO BROADENING RESISTANCE OF SOYBEAN TO PESTS AND
PATHOGENS — Benjamin Matthews (P), Bret Cooper, and Mark Tucker; Beltsville, Maryland

Severin, A.J., Peiffer, G., Xu, W.W., Hyten, D.L., Bucciarelli, B., O'Rourke, J.A., Grant, D.M., Farmer, A.D., May,
G.D., Vance, C.P., Shoemaker, R.C., Stupar, R.M., Bolon, Y. 2010. An integrative approach to genomic
introgression mapping. Plant Physiology. DOI:10.1104/pp.110.158949.

Tremblay, A., Hosseini, P., Alkharouf, N., Li, S., Matthews, B.F. 2010. Transcriptome Analysis of a Compatible
Response by Glycine max to Phakopsora pachyrhizi Infection. Plant Science. 179:183-193.

Tucker, M.L., Ping, X., Yang, R. 2010. 1-aminocyclopropane-1-carboxylic acid (ACC) concentration and ACC
synthase expression in soybean roots and root tips and soybean cyst nematode (Heterodera glycines)
colonized root pieces. Journal of Experimental Botany. 61(2):463-472.

Klink, V., Houssein, P., Matsye, P., Alkharouf, N., Matthews, B.F. 2010. An expression analysis of syncytia
isolated from the roots of the Glycine max (soybean) genotype PI 88788 undergoing a resistant reaction after
infection by Heterodera glycines (soybean cyst nematode). Plant Physiology and Biochemistry. 48:176-193.



ARS NP301 ACCOMPLISHMENT REPORT — 2006-2011: APPENDIX 2 — RESEARCH PUBLICATIONS

Klink, V., Matthews, B.F. 2009. Emerging approaches to broaden the resistance of soybean to the soybean cyst
nematode. Plant Physiology. 151:1017-1022.

Klink, V., Housseini, P., Matsye, P., Alkharouf, N., Matthews, B.F. 2009. A gene expression analysis of syncytia
isolated from the roots of the Glycine max (soybean) genotype PI 548402 (Peking) undergoing a resistant
reaction after infection by Heterodera glycines (soybean cyst nematode). Plant Molecular Biology. 71:525-567.

Tremblay, A, Li, S., Scheffler, B.E., Matthews, B.F. 2009. Laser capture microdissection (LCM) and expressed
sequence tag analysis of uredinia formed by Phakopsora pachyrhizi, the causal agent of Asian soybean rust.
Physiological and Molecular Plant Pathology. 73(6):163-174.

1275-21220-230-00D
MOLECULAR GENETIC APPROACHES TO PEST AND PATHOGEN RESISTANCE IN SUGAR BEET, BETA VULGARIS L. —
Anna Smigocki (P) and L. David Kuykendall; Beltsville, Maryland

Ghanem, M.E., Hichri, I., Smigocki, A.C., Albaceta, A., Fauconnier, M., Diatloff, E., Martinez-Andujar, C., Lutts, S.,
Dodd, I.C., Perez-Alfocea, F. 2011. Root-targeted hormonal biotechnology to improve crop stress tolerance.
Plant Cell Reports. 30(5):807-823.

Kuykendall, L.D., Shao, J.Y. 2011. Genes encoding a callose synthase and phytochrome A are adjacent to a
MAP3Ka-like gene in Beta vulgaris USH20. International Journal of Plant Genomics. vol. 2011. Article ID
370548, 8 pages. doi:10.1153/2011/370548.

Kuykendall, L.D., Burdekin, K.A., Shao, J.Y., Conway, L.B. 2011. A plant gene encodes a 'HSFA9-like' heat shock
factor and is part of a cluster of orthologous genes including NPR1, CaMP and CK1 in Beta vulgaris, Populus
trichocarpa, Solanum lycopersicum and Vitis vinifera. Advanced Studies in Biology. vol.3, 2011, no.1, 13-24.

Ghanem, M.E., Albacete, A., Smigocki, A.C., Frebort, I., Pospisilova, H., Martinez-Andujar, C., Acosta, M.,
Sanchez-Bravo, J., Lutts, S., Dodd, I.C., Perez-Alfocea, F. 2010. Root-synthesised cytokinins induce salinity
tolerance in tomato (Solanum lycopersicum L.). Journal of Experimental Botany. 62(1):125-140.

Cingel, A., Vinterhalter, B., Vinterhalter, D., Smigocki, A.C., Ninkovic, S. 2010. Agrobacterium-mediated
transformation of two Serbian potato cultivars (Solanum tuberosum L. cv. Dragacevka and cv. Jelica). African
Journal of Biotechnology. 9(30):4644-4650.

Kuykendall, L.D., Shao, J.Y., Kurushko, T., Burdekin, K.A. 2009. Stress Induced Expression of a Beta vulgaris L.
Gene for a Chloroplast-Targeted Signal Calmodulin-Binding Protein. Advanced Studies in Biology. 1(7):323-
332.

1275-22000-261-00D
DISCOVERING AND USING DISEASE RESISTANCE GENES IN PHASEOLUS VULGARIS FOR THE CONTROL OF RUSTS
— Marcial Pastor Corrales (P); Beltsville, Maryland

Goncalves-Vidigal, M., Cruz, A., Garcia, A., Vidigal Filho, P., Souza, L., Pastor Corrales, M.A., Mcclean, P., Kami,
J., Gepts, P. 2010. Linkage mapping of the Phg-1 and Co-14 genes for resistance to angular leaf spot and
anthracnose in the common bean cultivar AND 277. Theoretical and Applied Genetics. 122:893-903.

Pastor Corrales, M.A., Wasonga, C.J., Porch Clay, T.G., Griffiths, P.D. 2010. Targeting gene combinations for
broad spectrum rust resistance in heat tolerant snap beans developed for tropical environments. Journal of
the American Society for Horticultural Science. 135(6):521-532.

Urrea, C., Steadman, J.R., Pastor Corrales, M.A., Lindgren, D.T., Venegas, J.P., Coyne, D.P. 2009. Registration
of Great Northern Common Bean Cultivar NE1-06-12 with Enhanced Disease Resistance to Common
Bacterial Blight and Bean Rust. Journal of Plant Registrations. 3:219-222.

Goncalves-Vidigal, M.C., Vidigal Filho, P.S., Pastor Corrales, M.A. 2008. A New Anthracnose Resistance Gene in
Andean Common Bean Cultivar Jalo Listras Pretas. Crop Science. 49:133-138.

Brick, M.A., Ogg, J.B., Singh, S.P., Schwartz, H.F., Johnson, J.J., Pastor Corrales, M.A. 2008. Registration of
Drought Tolerant, Rust Resistant, High Yielding Pinto Bean Germplasm Line CO46348. Journal of Plant
Registrations. 2:120-124.

Miles, M.R., Pastor Corrales, M.A., Hartman, G.L., Frederick, R.D. 2007. Differential response of common bean
cultivars to phakopsora pachyrhizi. Plant Disease. 91:698-704.

Pastor Corrales, M.A,, Liebenberg, M.M., Sartorato, A., Arraes-Pereira, P.A. 2007. Reaction of common bean
cultivars to the Asian soybean rust pathogen, Phakopsora pachyrhizi, under field conditions in South Africa
and Brazil. Bean Improvement Cooperative Proceedings. 50:123-124.
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1275-22000-268-00D
THE U.S. NATIONAL FUNGUS COLLECTIONS AND DEVELOPMENT OF ON-LINE RESOURCES ABOUT FUNGI — Amy
Rossman (P); Beltsville, Maryland

Braun, U., Farr, D.F., Minnis, A.M. 2009. Nomenclatural notes on some cercosporoid hyphomycetes.
Schlechtendalia. 19:81-84.

Minnis, D., Rossman, A.Y., Yun, H. 2008. Proposal to conserve the name Olivea tectonae (T.S. Ramakr. & K.
Ramakr.) R.L. Mulder against Olivea tectonae (Racib.) Thirum (Basidiomycota). Taxon. 57:1355-1356.

Park, J., Park, B., Veeraraghavan, N., Jung, K., Lee, Y., Blair, J.E., Geiser, D., Isard, S., Mansfield, M.A.,
Nikolaeva, E., Park, S., Kim, S.H., Greene, M., Ivors, K.L., Balci, Y., Peiman, M., Erwin, D.C., Coffey, M.D.,
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1910-21000-019-00D
CONSERVATION AND CHARACTERIZATION OF GERMPLASM OF SELECTED VEGETABLE CROPS — Larry Robertson
(P), Joanne Labate, and Angelo Baldo; Geneva, New York

Kopsell, D.A., Carl, S., Deyton, D., Abney, K., Kopsell, D., Robertson, L.D. 2010. Characterization of Nutritionally
Important Carotenoids in Welsh Onion Accessions. HortScience. 45(3):463-465.

Griffiths, P.D., Marke, L.F., Robertson, L.D. 2009. Identification of Crucifer Accessions from the NC-7 and NE-9
Plant Introduction Collections that are Resistant to Black Rot (Xanthomonas campestris pv. campestris) Races
1 and 4 . HortScience 44:284-288.

Labate, J.A., Robertson, L.D., Baldo, A.M. 2009. Multilocus sequence data reveal extensive departures from
equilibrium in domesticated tomato (Solanum lycopersicum L.). Heredity 103:257-267.

Labate, J.A., Robertson, L.D., Wu, F., Tanksley, S.D., Baldo, A.M. 2009. EST, COSII, and arbitrary gene markers
give similar estimates of nucleotide diversity in cultivated tomato (Solanum lycopersicum). Journal of
Theoretical and Applied Genetics. 118:1005-1014.

Labate, J.A., Grandillo, S., Fulton, T., Munos, S., Caicedo, A., Peralta, 1., Ji, Y., Chetelat, R., Scott, J.W., Gonzalo,
M.J., Francis, D., Yang, W., Van Der Knaap, E., Baldo, A.M., Smith-White, B., Mueller, L., Prince, J.,
Blanchard, N., Storey, D., Stevens, M., Robbins, M., Wang, J., Liedl, B., Oconnell, M., Stommel, J.R., Aoki, K.,
lijima, Y., Slade, A., Hurst, S., Loeffler, D., Steine, M., Vafeados, D., Mcguire, C., Freeman, C., Amen, A.,
Goodstal, J., Facciotti, D., Van Eck, J., Causse, M. 2007. Tomato. Book Chapter. In: Kole, C. editor. Genome
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1910-21000-020-00D
CONSERVATION AND UTILIZATION OF THE GENETIC RESOURCES OF APPLES, GRAPES, AND TART CHERRIES —
Gan-Yuan Zhong (P) and Angela Baldo; Geneva, New York
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1910-21000-023-00D
DEVELOPMENT OF PEST, DISEASE RESISTANCE, AND STRESS TOLERANCE IN APPLE ROOTSTOCKS — Gennaro
Fazio (P) and Angelo Baldo; Geneva, New York

Dreesen, R., Vanholme, B., Luyten, K., Van Wynsberghe, L., Fazio, G., Roldan-Ruiz, I., Keulemans, J. 2010.
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Beers, E., Cockfield, S., Fazio, G. 2007. Biology and management of woolly apple aphid, Eriosoma lanigerum
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Russo, N.L., Robinson, T.L., Fazio, G., Aldwinckle, H.S. 2007. Field Evaluation of Apple Rootstocks for Orchard
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Logiudice, N., Aldwinckle, H.S., Robinson, T.L., Fazio, G. 2006. The nature of resistance of the 'b.9" apple
rootstock to fire blight. Acta Hort. 704:515-520.
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1910-21220-004-00D
IMPROVING GRAPE ROOTSTOCK AND SCION PEST AND DISEASE RESISTANCE — Peter Cousins (P), Lance
Cadle Davidson, Angelo Baldo, and Gan-Yuan Zhong; Geneva, New York

Cadle Davidson, L.E., Wakefield, L., Seem, R.C., Gadoury, D.M. 2009. Specific isolation of RNA from the grape
powdery mildew pathogen Erysiphe necator, an epiphytic, obligate parasite. Journal of Phytopathology. doi:
10.1111/j.1439-0434.2009.01578.x.

Cadle Davidson, L.E. 2008. Variation within and between Vitis species for foliar resistance to the downy mildew
pathogen Plasmopara viticola. Plant Disease. 92:1577-1584.

Cadle Davidson, L.E. 2008. Monitoring pathogenesis of natural Botrytis cinerea infections in developing grape
berries. American Journal of Enology and Viticulture. 59:387-395.

Gee, C., Gadoury, D., Cadle Davidson, L.E. 2008. Ontogenic resistance to Uncinula necator varies by genotype
and tissue type in a diverse collection of Vitis spp. Plant Disease. 92:1067-1073.

1910-21220-005-00D
GENETICS AND GENOMICS OF GRAPE GROWTH, DEVELOPMENT, AND QUALITY — Christopher Owens (P), Gan-
Yuan Zhong, and Angelo Baldo; Geneva, New York

Garris, A.J., Cousins, P.S., Ramming, D.W., Baldo, A.M. 2009. Parentage Analysis of Freedom Rootstock.
American Journal of Enology and Viticulture. Am. J. Enol. Vitic. 60(3):357-361.

Garris, AJ., Clark, L., Owens, C.L., Mckay, S., Luby, J., Matthiason, K., Fennel, A. 2009. Mapping of photoperiod
induced growth cessation in the wild grape vitis riparia michx. using microsatellite markers. Journal of the
American Society for Horticultural Science. 134:261-272.

Owens, C.L. 2008. Grapes. in Breeding Temperate Fruit Crops: Germplasm to Genomcis, Hancock, J.F. (ed.)
Kluwver Academic Publishers.

This, P., Lacombe, T., Cadle Davidson, M., Owens, C.L. 2007. Wine grape (Vitis vinifera L.) color associates with
allelic variation in the domestication gene VvmybA1l. Journal of Theoretical and Applied Genetics. Vol 114:
723-730.

1931-21000-017-00D

GENETIC IMPROVEMENT OF FRUIT CROPS THROUGH FUNCTIONAL GENOMICS AND BREEDING — Ralph Scorza
(P), Richard Bell, Ann Callahan, Zongrang Liu, Christopher Dardick, and Chinnathambi Srinivasan;
Kearneysville, West Virginia

Li, R., Mock, R.G., Fuchs, M., Halbrendt, J., Howell, B., Liu, Z. 2011. Molecular characterization of the partial
RNA1 and RNA2 3' untranslated region of tomato ringspot virus isolates from North America. Canadian
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Manfre, A.J., Glenn, D.M., Nunez, A., Moreau, R.A., Dardick, C.D. 2011. Light quantity and photosystem function
mediate host susceptibility to turnip mosaic virus via a salicylic acid-independent mechanism. Molecular Plant-
Microbe Interactions. 24(3):315-327.

Srinivasan, C., Liu, Z., Scorza, R. 2011. Ectopic expression of class 1 KNOX genes induce and adventitious shoot
regeneration and alter growth and development of tobacco (Nicotiana tabacum L) and European plum (Prunus
domestica L). Plant Cell Reports. 30:655-664.

Dardick, C.D., Callahan, A.M., Chiozzotto, R., Schaffer, R., Piagnani, M., Scorza, R. 2010. Stone formation in
peach fruit exhibits spatial coordination of the lignin and flavonoid pathways and similarity to Arabidopsis
dehiscence. BioMed Central Biology. 8:13.

Jung, K., Cao, P., Seo, Y., Dardick, C.D., Ronald, P. 2010. The rice kinase phylogenomics database: a guide for
systematic analysis of the rice kinase super-family. Trends in Plant Science. 15(11):595-599.

Petri, C., Scorza, R. 2010. Factors affecting adventitious regeneration from in vitro leaf explants of 'Improved
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Singer, S.D., Liu, Z. 2010. Both the constitutive Cauliflower Mosaic Virus 35S and tissue-specific AGAMOUS
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Yang, Y., Singer, S., Liu, Z. 2010. Evaluation and comparison of insulation efficiency of three enhancer-blocking
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Yang, Y., Singer, S., Liu, Z. 2010. Petunia AGAMOUS enhancer-derived chimeric promoters specify a carpel-,
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Yang, Y., Singer, S., Liu, Z. 2010. Two similar but distinct second intron fragments from tobacco AGAMOUS
homologs confer identical floral organ-specific expression sufficient for generating complete sterility in plants.
Planta. 231:1159-1169.
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Elkins, R.B., Turner, J.D., Castagnoli, S., Seavert, C.F., Mitcham, E.J., Biasi, W.V., Colonna, A., Bell, R.L. 2008.
Evaluation of potential alternative European pear cultivars for U.S. West Coast growers. Acta Horticulturae.
800:483-489.

Hall, J.D., Cobb, J., Igbal, M., Abidali, M., Liu, Z., Mount, D.W. 2008. UVHS6, a plant homolog of the human/yeast
TFIIH transcription factor subunit XPD/RAD3, regulates cold-stress genes in Arabidopsis thaliana. Plant
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desiccation tolerance during seed maturation is altered in the Arabidopsis thaliana mutant atem6-1. Plant And
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Manfre, A.J., Simon, A.E. 2008. Importance of coat protein and RNA silencing in satellite RNA/virus interactions.
Virology. 379:161-167.

Jung, K., Dardick, C.D., Lee, J., Phetsom, J., Xu, X., Seo, Y., Ouyang, S., Ly, E., An, K., Cho, Y., Lee, G., Buell,
C., An, G., Ronald, P. 2008. Identification and functional analysis of light-responsive unique or paralogous
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Jung, K., Dardick, C.D., Phetsom, J., Canlas, P., Seo, Y., Shultz, M., Ouyang, S., Yuan, Q., Frank, B., Ly, E., Yi,
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Liu, Z., Hily, J. 2008. A simple and sensitive high-throughput GFP screening in woody and herbaceous plants.
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Nagel, A., Schnabel, G., Petri, C., Scorza, R. 2008. Generation and characterization of transgenic plum lines
expressing the Gastrodia anti-fungal protein. HortScience. 43:1514-1521.

Park, C., Peng, Y., Bart, R., Chen, X., Ruan, D., Canlas, P.E., Dardick, C.D., Ronald, P.C. 2008. Rice Xb15, a
protein phosphatase 2C, negatively regulates Xa21-mediated resistance and programmed cell death. PLoS
Biology. 6(9):e231.

Peng, Y., Bartley, L.E., Chen, X., Dardick, C.D., Ruan, R., Canlas, P.E., Ronald, P.C. 2008. OSWRKY®62 is a
negative regulator of basal and Xa21-mediated defense against Xanthomonas oryzae pv. oryzae in rice.
Molecular Plant. 1(3):446-458.

Petri, C., Webb, K.K., Hily, J., Dardick, C.D., Scorza, R. 2008. High transformation efficiency in plum (Prunus
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Urtubia, C., Devia, J., Castro, A., Zamora, P., Aguirre, C., Tapia, E., Barba, P., Dell'Orto, P., Moynihan, M., Petri,
C., Scorza, R., Prieto, H. 2008. Agrobacterium-mediated genetic transformation of Prunus salicina. Plant Cell
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Kundu, J., Briard, P., Hily, J., Ravelonandro, M., Scorza, R. 2007. Role of the 25-26 nt siRNA in the resistance of
transgenic Prunus domestica graft inoculated with plum pox virus. Virus Genes. 36:215-220.
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Bell, R.L. 2006. Host resistance to pear psylla nymphal feeding in a diverse collection of pyrus germplasm.
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USING FUNCTIONAL AND APPLIED GENOMICS TO IMPROVE STRESS AND DISEASE RESISTANCE IN FRUIT TREES —
Michael Wisniewski (P), John Norelli, Timothy Artlip, and Carole Bassett; Kearneysville, West Virginia

Wisniewski, M., Norelli, J., Bassett, C., Artlip, T., Macarisin, D. (2011) Ectopic expression of a novel peach
(Prunus persica) CBF transcription factor in apple (Malus x domestica) results in short-day induced dormancy
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IDENTIFICATION AND CHARACTERIZATION OF GENES IMPORTANT DURING SEED DEVELOPMENT IN LEGUMES —
Karen Hudson (P); West Lafayette, Indiana

Kim, K.S., Bellendir, S., Hudson, K. A., Hill, C.B., Hartman, G.L., Hyten, D., Hudson, M.E., Diers, B.W. 2010. Fine

mapping the soybean aphid resistance gene Ragl in soybean. Theoretical and Applied Genetics. 20(5):1063-
1071.
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Genome. 3(1):1-11.
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Behura, S.K., Shukle, R.H., Stuart, J.J. 2010. Assessment of Structural Variation and Molecular Mapping of
Insertion Sites of Desmar-like Elements in the Hessian Fly Genome. Insect Molecular Biology. 19(4):109.
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North American Barley Germplasm. Crop Science. 50:826-834.

Duke, S.H., Henson, C.A. 2010. A Comparison of Barley Malt Osmolyte Concentrations and Standard Malt
Quality Measurements as Indicators of Barley Malt Amylolytic Enzyme Activities. Journal of American Society
of Brewing Chemists. 67(4):206-216.

Vinje, M.A., Duke, S.H., Henson, C.A. 2010. Utilization of Different Bmy1 Intron Il Alleles for Predicting 3-

Amylase Activity and Thermostability in Wild and Cultivated Barley. Plant Molecular Biology Reporter. 28:491-
501.

3655-21000-053-00D

METABOLISM AND ANALYSIS OF CEREAL PHYTOCHEMICALS — Mitchell Wise (P) and Cynthia Henson;
Madison, Wisconsin

Wise, M.L. 2011. Effect of chemical systemic acquired resistance elicitors on avenanthramide biosynthesis in oat
(Avena sativa). Journal of Agriculture and Food Chemistry. Available:
http://pubs.acs.org/doi/abs/10.1021/jf2008869.

Koenig, R.T., Dickman, J.R., Wise, M.L., Ji, L. 2011. Avenanthramides are bioavailable and accumulate in
hepatic, cardiac, and skeletal muscle tissue following oral gavage in rats. Journal of Agricultural and Food
Chemistry. http://pubs.acs.org/doi/abs/10.1021/jf2002427.

Cai, S., Huang, C., Ji, B., Wise, M.L., Zhang, D., Yang, P. 2011. In vitro antioxidant activity and inhibitory effect,
on oleic acid-induced hepatic steatosis, of fractions and subfractions from oat (Avena sativa L.) ethanol
extract. Journal of Food Science. 124(3):900-905.

3655-21000-054-00D

GENETIC EXCHANGE AND GENE FLOW RISKS FROM PLANTS IN AGRICULTURE — Johanne Brunet (P) and Philipp
Simon; Madison, Wisconsin

Brunet, J., Stewart, C.M. 2010. The Impact of Distinct Insect Species on Pollination and Gene Flow in Alfalfa.
Psyche. Available: http://www.hindawi.com/journals/psyche/2010/201858.html.

Zalapa, J.E., Brunet, J. 2010. The Extent of Hybridization and Its Impact on the Genetic Diversity and Population
Structure of an Invasive Tree, Ulmus Pumila (UImaceae). Evolutionary Applications. 3(2):157-168.

Brunet, J., Holmquist, K.G. 2009. The Influence of Distinct Insect Pollinators on Female and Male Reproductive
Success in the Rocky Mountain Columbine. Molecular Ecology. 18(17):3745-3758.

5302-21220-005-00D

IMPROVEMENT OF PRUNUS AND VITIS SCIONS FOR FRUIT QUALITY AND PEST RESISTANCE — Craig Ledbetter (P)
and David Ramming; Parlier, California

Ramming, D.W., Gabler, F., Smilanick, J.L., Cadle Davidson, M., Barba, P., Consolie, N.H., Mahanil, S., Cadle
Davidson, L.E. 2011. A single dominant locus Ren4 confers non-race-specific penetration resistance to
grapevine powdery mildew. Phytopathology. 101(4):502-508.

Ramming, D.W. 2010. Greenhouse Screening of Grape Rootstock Populations to Determine Inheritance of
Resistance to Phylloxera. American Journal of Enology and Viticulture. 61(2):234-239.

Ledbetter, C.A. 2010. ‘Bolaroja’ and ‘Primarosa’: Two New Mid Season Apricots for the Fresh Market.
HortScience. 45(3): 441-442.

Ledbetter, C.A. 2010. Register of New Fruit and Nut Varieties List 45. HortScience. 45(5):716-756.

Ledbetter, C.A., Sisterson, M.S. 2010. Carpological Variability of Almond (Prunus dulcis [Mill.] D.A. Webb cv
Nonpareil) in a Single Orchard During Seven Consecutive Harvests. HortScience. 45(12):1788-1792.
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Ledbetter, C.A. 2010. Almond breeding and evaluation activities in Central California: Past and Future. Options
Mediterraneennes. 94:255-260.

Ledbetter, C.A. 2010. Apricot Breeding in North America: Current Status and Future Prospects. Acta
Horticulturae. 862:85-91.

Ledbetter, C.A. 2009. Using Central Asian germplasm to Improve Fruit Quality and Enhance Diversity in California
Adapted Apricots. Acta Horticulturae. 814:77-80.

Ramming, D.W. 2009. Water Loss from Fresh Berries of Raisin Cultivars under Controlled Drying Conditions.
American Journal of Enology and Viticulture. 60:2:208-214.

Ramming, D.W. 2008. ‘Thomcord’ grape. HortScience 43(3)945-946.

Ledbetter, C.A. 2008. Register of New Fruit and Nut Varieties List 44. HortScience 43(5):1321-1343.

Ledbetter, C.A. 2008. Shell Cracking Strength in Almond (Prunus dulcis [Mill.] D.A. Webb.)and its implication in
uses as a value-added product. Bioresource Technology. 99(13): 5567-5573.

Ledbetter, C.A., Sisterson, M.S. 2007. Advanced Generation Peach-Almond Hybrids as Seedling Rootstocks for
Almond: First Year Growth and Potential Pollenizers for Hybrid Seed Production. Euphytica. 160(2): 259-266.

Vizzotto, M., Cisneros-Zevallos, L., Byrne, D., Okie, W.R., Ramming, D.W. 2007. Large Variation Found in the
Phytochemical and Antioxidant Activity of Peach and Plum Germplasm. Journal of the American Society for
Horticultural Science. 132(3):334-340.

Ledbetter, C.A., Sisterson, M.S. 2007. Advanced Generation Peach-Almond Hybrids as Seedling Rootstocks for
Almond: First Year Growth and Potential Pollenizers for Hybrid Seed Production. Euphytica. 160(2): 259-266.

Ramming, D.W. 2007. The USDA/ARS Grape Breeding Program at Parlier, CA. Proceedings. First Annual
National Viticulture Research Conference, July 18-20, 2007, Davis, California. p. 73-74.

5305-21000-013-00D
SUGARBEET GERMPLASM ENHANCEMENT, BREEDING, AND GENETICS — Kelley Richardson (P) and Frank
Martin; Salinas, California

Kongprakhon, P., Cuesta-Marcos, A., Hayes, P.M., Richardson, K.L., Sirithunya, P., Sato, K., Steffenson, B., and
Toojinda, T. 2009. Validation of rice blast resistance genes in barley using a QTL mapping population and
near-isolines. Breeding Science. 59: 341-349.

Lewellen, R.T. 2007. Registration of CN927-202, CN926-11-3-22, and CN921-306 Sugarbeet Cyst Nematode
Resistant Sugarbeet Lines. Crop Science. p. 167-169

5305-21220-004-00D
EVALUATION, ENHANCEMENT, GENETICS AND BREEDING OF LETTUCE, SPINACH, AND MELON — James
McCreight (P), Beiquan Mou, Ivan Simko, and Ryan Hayes; Salinas, California

Mou, B., Ryder, E.J. 2010. MU06-857, a Green Leaf Lettuce Breeding Line with Resistance to Leafminer and
Lettuce Mosaic Virus. HortScience. 45: 666-667.

Simko, I., Pechenick, D.A., Mchale, L.K., Truco, M.J., Ochoa, O.E., Michelmore, R.W., Scheffler, B.E. 2010.
Development of molecular markers for marker-assisted selection in lettuce (Lactuca sativa). Acta Horticulture
Proceedings, Year 2010, volume 859, pages 401-408.

Simko, I., Hayes, R.J., Subbarao, K.V., Sideman, R.G. 2010. SM09A and SM09B: Romaine Lettuce Breeding
Lines Resistant to Dieback and with Improved Shelf-life.. HortScience,Year 2010, volume 45, pages 670-672.

Simko, I., Lincare, J.M. 2010. Combining partially ranked data in plant breeding and biology: Il. Analysis with
Rasch model.. Communications in Biometry and Crop Science (CBCS). 2010, Vol 5, Pages 56-65.

Simko, I., Pechenick, D.A. 2010. Combining partially ranked data in plant breeding and biology: I. Rank
aggregating methods.. Communications in Biometry and Crop Science (CBCS), Year 2010, volume 5, pages
41-55.

Hayes, R.J., Wu, B., Pryor, B.M., Subbarao, K.V. Assessment of resistance in lettuce (Lactuca sativa L.) to
mycelial and ascospore infection by S.sclerotinia minor Jagger and S. sclerotiorum (Lib.) de Bary. HortScience
45:333-341.

Jenni, S., Hayes, R.J. 2010. Genetic variation, genotype x environment interaction, and selection for tipburn
resistance in lettuce in multi-environments.. Euphytica, Feb 2010, Vol 171 (3), pages 427-439.

Martin, F.N. (2009) Pythium Genetics. In: Oomycete Genetics and Genomics: Diversity, Plant and Animal
Interactions, and Toolbox, Kurt Lamour and Sophien Kamoun eds. John Wiley & Sons, Hoboken, NJ. 574 pp.

Sedlarova, M., Lebeda, A., Miksikova, P., Duchoslav, M., Sedlakova, B., Mccreight, J.D. 2009. Histological
Aspects of Cucumis melo PI1 313970 Resistance to Podosphaera xanthii and Golovinomyces cichoracearum.
Journal of Plant Diseases and Protection 116: 169-176.
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Simko, I., Pechenick, D.A., Mchale, L.K., Truco, M.J., Ochoa, O.E., Michelmore, R.W., Scheffler, B.E. 2009.
Association mapping and marker-assisted selection of the lettuce dieback resistance gene Tvrl.. Biomed
Central (BMC) Plant Biology, Year 2009, volume 9, article number 135.

Simko, I. 2009. Development of EST-SSR Markers for the Study of Population Structure in Lettuce (Lacutca
sativa L.). Journal of Heredity 180: 256-262.

Rauscher, G.M., Mayton, H., Bonierbale, M., Simko, I., Smart, C., Grunwald, N.J., Fry, W. Effect of Isolate,
Environment and a Defeated R-gene (RPi-ber) on Quantitative Resistance of Potato to Late Blight. American
Phytopathological Society Annual Meeting, Minneapolis, Minnesota, July 26-July 30. Phytopathology
98:5130.

Paris, M.K., Zalapa, J.E., Mccreight, J.D., Staub, J.E. 2008. Genetic Dissection of Fruit Quality Components in
Melon (Cucumis melo L.) using a RIL Population Derived from Exotic x Elite US Western Shipping
Germplasm. Molecular Breeding 22:405-419.

Hayes, R.J., Liu, Y. 2008. Genetic Variation for Shelf-life of Salad-cut Lettuce in Modified-atmosphere
Environments. Journal American Society Horticultural Science. 133(2):228-233.

Mou, B. Evaluation of Oxalate Concentration in the U.S. Spinach Germplasm Collection. HortScience 43(6):1690-
1693.2008.

Mou, B., Koike, S.T., Du Toit, L.J. Screening for Resistance to Leaf Spot Diseases of Spinach.. HortScience
43(6):1706-1710.2008.

Simko, |., Hu, J. Populations structure in cultivated lettuce (Lactuca sativa L.) Journal of the American Society for
Horticultural Science, Vol. 133, Pages 61-68, 2008.

Simko, I., Van Den Berg, J.H., Vreugdenhil, D., Ewing, E.E. 2008. Mapping loci for chlorosis associated with
chlorophyll b deficiency in potato. Euphytica Vol 162, Pages 99-107, 2008.

Hayes, R.J., Vallad, G., Qin, Q., Grube, R., Subbarao, K. 2007. Variation for Resistance to Verticillium Wilt in
Lettuce (Lactuca Sativa L.). Plant Disease. 91(4):439-445.

Mou, B. 2007. Leafminer-resistant spinach germplasm 03-04-63. HortScience. Vol. 42(7):1717-1718.

Mou, B. 2007. Leafminer-resistant spinach germplasm 03-04-9. HortScience. 42:699-700.

Mou, B., Hayes, R.J., Ryder, E.J. 2007. Crisphead breeding lines with resistances to corky root and lettuce
mosaic. HortScience. 42:701-703.

Rancher, G., Smart, C.D., Simko, I., Bonierbale, M., Mayton, H., Greenland, A., Fry, W.E. 2006. Characterization
and mapping of rpi-ber, a novel potato late blight resistance gene from solanum berthaultii. Theoretical and
Applied Genetics. 112(4):674-687.

Vallad, G., Qin, Q., Hayes, R.J., Subbarao, K.V. 2006. The development and impact of verticillium wilt on post-
harvest quality in commercial lettuce fields naturally infested with <i>v. dahliae</i>. Phytopathology.

Vallad, G.E., Qin, Q., Grube, R., Hayes, R.J., Subbarao, K.V. 2006. Characterization of race-specific interactions
among isolates of verticillium dahliae pathogenic on lettuce. Phytopathology. 96(12):1380-1387. DOI:
10.1094/PHYTO-96-1380.

5306-21000-017-00D
GENETIC DISSECTION OF SEEDLING COLD TOLERANCE IN RICE (ORYZA SATIVA L.) — Thomas Tai (P); Davis,
California

Kim, S.I. and Tai, T.H. 2011. Evaluation of seedling cold tolerance in rice cultivars: a comparison of visual ratings
and quantitative indicators of physiological changes. Euphytica, 178:437-447

Kim, S.1., Andaya, V.C., and Tai, T.H. 2011. Cold sensitivity in rice (Oryza sativa L.) is strongly correlated with a
naturally occurring 199V mutation in the multifunctional glutathione transferase isoenzyme GSTZ2. Biochem J
435: 373-380

Kim, S., Tai, T. 2010. Genetic analysis of two OsLpal-like genes in Arabidopsis reveals that only one is required
for wild-type seed phytic acid levels. Planta. 232:1241-1250.

5306-21000-018-00D
MANAGEMENT OF GENETIC RESOURCES FOR VITIS, PRUNUS, JUGLANS, FIcUus, OLEA, PISTACIA, PUNICA,
DIOSPYROS, ACTINIDIA, AND MORUS — John Preece (P) and Mallikarjuna Aradhya; Davis, California

Aradhya, M.K., Woeste, K., Velasco, D. 2010. Genetic Diversity, Structure and Differentiation in Cultivated Walnut
(Juglans regia L.). Acta Horticulturae. 861: 127-132.

Gunn, B.F., Aradhya, M.K., Salick, J.M., Miller, A.J., Yongping, Y., Lin, L. 2010. Genetic variation in walnuts
(Juglans regia and J. sigillata; Juglandaceae): Species distinctions, human impacts, and the conservation of
agrobiodiversity in Yunnan, Chinal . American Journal of Botany. American Journal of Botany 97:660-671.
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Ibrahimovi, Z., Mcgranahan, G.H., Leslie, C.A., Aradhya, M.K. 2010. Genetic diversity in walnut (Juglans regia)
from the caucasus nation of Azerbaijan. Acta Horticulturae. 861:163170.

Soleri, D., Koehmstedt, A.M., Aradhya, M.K., Polito, V., Pinney, K. 2010.Comparing the historic olive trees (Olea
europaea L.) of Santa Cruz with contemporaneous trees in the Santa Barbara, CA area: a case study of
diversity and structure in an introduced agricultural species conserved in situ. Genetic Resources and Crop
Evolution. Genet. Resour. Crop Evol. 57:973-984.

Stover, E.W., Aradhya, M.K., Dangls, G., Prins, B.H., Cousins, P.S. 2009. GRAPE GENETIC RESOURCES AND
RESEARCH AT THE DAVIS CALIFORNIA NATIONAL CLONAL GERMPLASM REPOSITORY. Acta
Horticulture Proceedings. Acta Hort(ISHS)827:193-196.

Bautista, J.C., Gerald, D., Judy, Y., Bruce, R., Stover, E.W. 2008. Use of Genetic Markers to Assess Pedigrees of
Grape Cultivars and Breeding Program Selections. American Journal of Enology and Viticulture. 59:248-254.

Stover, E.W. 2007. Mediterranean fruits: ancient history and modern promise. HortScience.

Stover, E.W., Aradhya, M.K., Crisosto, C., Ferguson, L. 2007. The fig: overview of an ancient fruit. HortScience.
Volume 42: pages 1083-1087

Stover, E.W., Aradhya, M.K., Prins, B.H. 2007. Table Grape Genetic Resources at the Davis California National
Clonal Germplasm Repository. HortScience 42:833-834.

Stover, E.W., Mercure, E.W. 2007. The pomegranate: a new look at the fruit of paradise. HortScience. Volume
42:pages 1088-1092

Yonemori, K., Honsho, C., Kitajima, A., Aradhya, M.K., Giordani, E., Bellini, E., Parfitt, D. 2007. Relationship of
European Persimmon (Diospyros kaki Thunb.) Cultivars to Asian Cultivars, Characterized Using AFLPs..
Genetic Resources and Crop Evolution. 55: 81-89

Aradhya, M.K., Potter, D., Simon, C.J. 2007. Origin, evolution, and biogeography of Juglans: a phylogenetic
perspective. Tree Genetics and Genomes. 3: 363-378.

Aradhya, M.K., Simon, C.J., Potter, D. 2006. Origin, evolution, and biogeography of Juglans: a phylogenetic
perspective. Acta Horticulture. 705: 85-94.

Arroyo-Garcia, R., Ruiz-Garcia, L., Bolling, L., Octete, R., Lopez, M., Arnold, C., Ergul, A., Soylemezoglu, G.,
Uzun, H., Cabello, F., Ibanez, J., Aradhya, M.K., Antanassov, A., Balint, S., Cenis, J., Constantini, L.,
Gorislavets, S., Grando, M.S., Klein, B.Y., Mcgovern, P.E., Merdinoglu, D., Pejic, ., Pelsy, F., Primikirios, N.,
Risovannaya, V., Roubelakis-Angelakia, K.A., Snoussi, H., Sotiri, P., Tamhankar, S., This, P., Troshin, L.,
Malpica, J.M., Lefort, F., Martinez-Zapater, J.M. 2006. Multiple origins of cultivated grapevine (Vitis vinifera L.
ssp. sativa) based on chloroplast DNA polymorphisms.. Molecular Ecology 15: 3707-3714

Bhat, R., Colowit, P.M., Tai, T., Aradhya, M.K., Browne, G.T. 2006. Genetic and pathogenic variability in
Phytophthora cactorum affecting fruit and nut crops in California. Plant Disease. 90: 161-169.

Polito, V., Pinney, K., Weinbaum, S., Aradhya, M.K., Dangls, G., Vaknin, Y., Grant, J. 2006. Walnut pollination
dynamics: Pollen flow in walnut orchards. Acta Horticulture. 705: 85-94.

Stover, E.W., Ciliento, S., Myers, M. 2006. Trunk sprouting and growth of citrus as affected by naa, aluminum foil,
and plastic trunk wraps. HortScience. Volume 41: pages 1612-1615

Stover, E.W., Ciliento, S., Myers, M., Jackson, J., Still, M. 2006. Fruit size and yield of mandarins as influenced by
spray volume and surfactant use in naa thinning. HortScience. Volume 41: pages 1435-1439

5310-21000-009-00D
MANAGEMENT OF CITRUS AND DATE GENETIC RESOURCES AND INFORMATION — Richard Lee (P) and Robert
Krueger; Riverside, California

Iracheta-Cardenas, M.M., Sandoval-Alejo, B.D., Roman-Calderon, M.E., Keremane, M.L., Lee, R.F., Rocha-Pena,
M.A. 2008. Production of Polyclonal Antibodies to the Recombinant Coat Protein of Citrus tristeza virus and
Their Effectiveness for Virus Detection. Journal of Phytopathology, 156: 243-250

Keremane, M.L., Halbert, S.E., Ramadugu, C., Webb, S., Lee, R.F. 2008. Detection of Candidatus Liberibacter
asiaticus in Diaphorina citri and its importance in the management of Citrus Huanglongbing in Florida.
Phytopathology, 98: 387-396

Lee, R.F., Febres, V.J., Moore, G.A. 2008. Transgenic Resistance to Citrus tristeza virus in Grapefruit. Plant Cell
Reports, 27: 93-104

Palmieri, M., Donis, |., Salazar, A.L., Cruz, N., Paniagua, A., Brlansky, R.H., Guerra-Moreno, A., Keremane, M.L.,
Ballance, P.M., Lee, R.F. 2007. Citrus Viruses in Guatemala: Application of Laboratory-Based Assays.
International Organization of Citrus Virologists Proceedings, 16th Conference, Pgs. 386-391.

Ramos, C., Castillo, J.C., Fernandez, O., Rangel, B., Keremane, M.L., Lee, R.F. 2007. Molecular Characterization
of Citrus tristeza virus Isolates from Panama. International Organization of Citrus Virologists Proceedings,
16th Conference, Pgs. 159-164.

Rangel, B., Krueger, R. 2007. Stubborn Disease of Citrus in California, Subtropics newsletter. 5(4):2-5, 2007,
Trade Publication.p
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Guerra-Moreno, A.S., Keremane, M.L., Brlansky, R.H., Lee, R.F. 2007. Citrus Leprosis Symptoms Can be
Associated with the Presence of Two Different Viruses: Cytoplasmic and Nuclear, the Former Having a
Multipartite RNA Genome. International Organization of Citrus Virologists Proceedings, 16th Conference, Pgs.
230-239.

Chao, C.T., Krueger, R. 2007. The date palm (phoenix dactylifera |.); overview of biology, uses, varieties, and
genetics. HortScience 42:1077-1082.

De Azevedo, F.A., Mourao-Filho, De A., Schinor, E.H., De Paoli, L.G., Januzzi-Mendes, B.M., Harakava, R.,
Gabriel, D.W., Lee, R.F. 2006. GUS Gene Expression Driven by A Citrus Promoter in Transgenic Tobacco
and 'Valencia' Sweet Orange. Pesquisa Agropecuaria Brasileira, 41:1623-1628.

Cevik, B., Lee, R.F., Niblett, C.L. 2006. Genetic Transformation of Citrus Paradisi with Antisense and
untranslatable RNA-dependent RNA Polymerase Genes of Citrus Tristeza Closterovirus. Turkish Journal of
Agriculture and Forestry, 30 (3), Pgs. 173-182.

Lee, R.F., Keremane, M.L., Williams, M., Vidalakis, G. 2006. Huanglongbing, citrus greening: preparing for the
future. Subtropics newsletter.

Sandoval-Alejo, B.D., Iracheta-Cardenas, M.M., Keremane, M.L., Lee, R.F., Rocha-Pena, M.A. 2006. Evaluacién
de Anticuerpos Desarrollados Contra la Proteina Recombinante de la Capside del Virus Tristeza de los
Citricos. Revista Mexicana de Fitopatologia, Vol. 24: 137-144.

5320-21000-012-00D
ASSURING LONG TERM PRESERVATION OF TROPICAL CROPS VIA GENETIC RESOURCE MANAGEMENT — Francis
Zee (P), Lisa Keith, Tracie Matsumoto Brower, and Dennis Gonsalves; Hilo, Hawalii

Matsumoto Brower, T.K., Zee, F.T., Suzuki, J.Y., Tripathi, S., Carr, J.B., Mackey, B.E. 2010. Determining sex and
screening for the adventitious presence of transgenic material in Carica papaya L. seed germplasm.
HortScience. 45:161-164.

Keith, L.M. 2008. First report of Pestalotiopsis virgatula on rambutan in Hawaii. Plant Disease 92(5):835.

Cessna, S.G., Matsumoto Brower, T.K., Lamb, G.N., Rice, S.J., Hochstedler, W.W. 2007. The externally derived
portion of the hyperosmotic shock-activated cytosolic calcium pulse mediates adaptation to ionic stress in
suspension-cultured tobacco cells. Journal of Plant Physiology. 164:815 - 823.

Huo, N., Lazo, G.R., Vogel, J.P., You, F., Ma, Y., Hayden, D.M., Coleman-Derr, D., Hill, T., Dvorak, J., Anderson,
0.D., Luo, M., Gu, Y.Q. 2007. Characterizing the nuclear genome structure of Brachypodium distachyon using
BAC end sequences. Functional and Integrative Genomics. 8:135-147.

Agbayani, R., Nishijima, W.T., Moore, P.H., Zhu, Y.J. 2007. Elicitor-induced Plant Defense and Pathogenesis-
Related Gene Expression in Carica papaya L. 19th Annual CTAHR Student Research Symposium. April 7-8,
2006. Honolulu, Hawaii. Abstract #84. pg 51.

T.K. Matsumoto, M.A. Nagao and B. Mackey. 2007. Off-season flower induction of longan with potassium
chlorate, sodium chlorite and sodium hypochlorite. HortTechnology 17(3): 296-300.

Keith, L.M., Ko, W., Sato, D.M. 2006. Identification Guide for Diseases of Tea (Camellia sinensis). Extension
Publications. PD-33. Available: http://www.ctahr.hawaii.edu/oc/freepubs/pdf/SCM-14.pdf

Schenk, A., Berger, M., Keith, L.M., Bender, C.L., Muskhelishvili, G., Ullrich, M.S. 2006. The algT gene of
Pseudomonas syringae pv. glycinea and new insights into the transcriptional organization of the algT-muc
gene cluster. Journal of Bacteriology. 188(23):8013-8021

Agbayani, R., Nishijima, W.T., Moore, P.H., Zhu, Y.J. 2006. Characterization and Improvement of Disease
Response to Phytophthora Palmivora in Papaya. 18th Annual CTAHR Student Research Symposium
[abstract]. Paper No. 104-63.

Gu, Y., Lazo, G., Vogel, J., Coleman-Derr, D., Luo, M.C., Thilmony, R., Garvin, D., Anderson, O., Huo, N. 2006.
Construction and characterization of two BAC libraries from Brachypodium distachyon, a new model for grass
genomics. Genome. 49(9):1099-1108.

Eustice, M., Lai, C.W., Yu, Q., Presting, G., Moore, P.H., Ming, R. 2006. Variation of microsatellite markers
among selected papaya varieties. 18th Annual CTAHR Student Research Symposium. (Abstracts)#77, pg. 49.

5320-21000-013-00D
MOLECULAR RESOURCES FOR THE IMPROVEMENT OF TROPICAL ORNAMENTAL AND FRUIT CROPS — Dennis
Gonsalves (P), Roxana Cabos, and Jon Suzuki; Hilo, Hawaii

Tripathi, S., Suzuki, J.Y., Carr, J.B., McQuate, G.T., Ferreira, S.A., Manshardt, R.M., Pitz, K.Y., Wall, M.M.,
Gonsalves, D. 2011. Nutritional Composition of Rainbow Papaya, the First Commercialized Transgenic Fruit
Crop. Journal of Food Composition and Analysis. 24(2):140-147.

Cabos, R.Y., Sipes, B.S., Nagai, C., Serracin, M., Schmitt, D.P. 2010. Evaluation of Coffee Genotypes for Root-
knot Nematode Resistance. Nematropica 40:191-202.
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Paret, M. L., Cabos, R., Kratky, B. A., and Alvarez, A. M. 2010. Effect of plant essential oils on Ralstonia
solanacearum race 4 and bacterial wilt of edible ginger. Plant Dis. 94:521-527.

5325-21000-014-00D
AN INTEGRATED DATABASE AND BIOINFORMATICS RESOURCE FOR SMALL GRAINS — Olin Anderson (P), Yong
Gu, Gerard Lazo, and David Matthews; Albany, California

You, F., Huo, N., Deal, K., Gu, Y.Q., Luo, M., Mcguire, P., Dvorak, J., Anderson, O.D. 2011. Annotation-based
genome-wide SNP discovery in the large and complex Aegilops tauschii genome using next-generation
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Bryla, D.R. and Linderman, R.G. 2007. Implications of irrigation method and amount of water application on
Phytophthora and Pythium infection and severity of root rot in highbush blueberry. HortScience.42:1463-1467.

Benedict, C., Skinner, J.S., Meng, R., Chang, Y., Bhalerao, R., Huner, N.A., Finn, C.E., Chen, T.H., Hurry, V.
2006. The cbfl-dependent low temperature signalling pathway, regulon and increase in freeze tolerance are
conserved in populus spp. Plant Cell and Environment. 29(7)1259-1272.

Clark, J.R., Finn, C.E. 2006. Blackberry And Hybrid Berry. HortScience. 41(5)1104-1106.

Clark, J.R., Finn, C.E. editors. 2006. Register Of New Fruit And Nut Cultivars, List 43. HortScience. 41(5): 1101-
1133.

5358-21000-038-00D
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Strausbaugh, C.A., Rearick, E., Eujayl, I.A., Foot, P. 2008. Sugar beet cultivar selection for storability and
rhizomania resistance. Phytopathology. 98:S152.
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monogenic lines derived from tetraploid wheat accession ST464. Crop Science. 47:1441-1450.
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Kumar, S., Gill, B.S., Faris, J.D. 2007. Identification and Characterization of Segregation Distortion Loci Along
Chromosome 5B in Tetraploid Wheat. Molecular Genetics and Genomics. 278:187-196.

Kumar, S., Stack, R.W., Friesen, T.L., Faris, J.D. 2007. Identification of a novel Fusarium head blight resistance
QTL on chromosome 7A in tetraploid wheat. Phytopathology. 97:592-597.

Li, J., Klindworth, D.L., Shireen, F., Cai, X., Hu, J., Xu, S.S. 2007. Molecular characterization and chromosome-
specific TRAP-marker development for Langdon durum D-genome disomic substitution lines. Genome.
49:1545-1554.

Chao, S., Zhang, W., Dubcovsky, J., Sorrells, M. 2007. Evaluation of genetic diversity and genome-wide linkage
disequilibrium amoung U.S. wheat (Triticum aetivum L.) germplasm representing different market classes.
Crop Science. 47:1018-1030.

Chen, X., Faris, J.D., Hu, J., Stack, R.W., Adhikari, T., Elias, E.M., Kianian, S.F., Cai, X. 2006. Saturation and
comparative mapping of a major Fusarium head blight resistance QTL in tetraploid wheat. Molecular
Breeding. 19:113-124.

5442-21000-034-00D

SUNFLOWER GERMPLASM DIVERSIFICATION AND CHARACTERIZATION UTILIZING WILD SUNFLOWER SPECIES,
CYTOGENETICS, AND APPLIED GENOMICS — Brady Vick (P), Lili Qi, Chao-Chien Jan, and Gerald Seiler;
Fargo, North Dakota

Qi, L.-L., Gulya, T.J., Seiler, G.J., Hulke, B.S., Vick, B.A. 2011. Identification of resistance to new virulent races of
rust in sunflowers and validation of DNA markers in the gene pool. Phytopathology. 101:241-249.

Cantamutto, M., Presotto, A., Moroni, I.F., Alvarez, D., Poverene, M., Seiler, G. 2010. High Infraspecific Diversity
of Wild Sunflowers (Helianthus annuus L.) Naturally Developed in Central Argentina. Flora. 205:306-312.

Qi, L., Friebe, B., Wu, J., Gu, Y., Qian, C., Gill, B.S. 2010. The compact Brachypodium genome conserves
centromeric regions of a common ancestor with wheat and rice. Functional and Integrative Genomics. 10:477-
492.

Seiler, G.J. 2010. Germination and viability of wild sunflower species achenes stored at room temperature for 20
years. Seed Science and Technology. 38:786-791.

Seiler, G.J., Gulya, T.J., Kong, G. 2010. Oil Concentration and Fatty Acid Profile of Wild Helianthus Species from
the Southeastern United States. Industrial Crops and Products. 31(3):527-533.

Yue, B., Vick, B.A., Cai, X., Hu, J. 2010. Genetic Mapping for the Rf1 (Fertility Restoration) Gene in Sunflower
(Helianthus annuus L.) by SSR and TRAP Markers. Plant Breeding. 129:24-28.

Zhao, W, Qi, L., Gao, X., Zhang, G., Dong, J., Chen, Q., Friebe, B., Gill, B.S. 2010. Development and
characterization of two new Triticum aestivum-Daspyrum villosum Robertsonian translocation lines
T1DS.1V#3L and T1DL.1V#3S and their effect on grain quality. Euphytica. 175:343-350.

Zheljazkov, V.D., Vick, B.A., Baldwin, B.S., Buehring, N., Coker, C., Astatkie, T., Johnson, B. 2010. Oil
productivity and composition of sunflower as a function of hybrid and planting date. Industrial Crops and
Products. 33:537-543.

Dechaine, J.M., Burger, J.C., Chapman, M.A., Seiler, G.J., Brunick, R., Knapp, S.J., Burke, J.M. 2009. Fitness
Effects and Genetic Architecture of Plant-Herbivore Interactions in Sunflower Crop-Wild Hybrids. New
Phytologist. 184:828-841.

Mulpuri, S., Liu, Z., Feng, J., Gulya, T.J., Jan, C. 2009. Inheritance and Molecular Mapping of a Downy Mildew
Resistance Gene, PI13 in Cultivated Sunflower (Helianthus annuus L.). Theoretical and Applied Genetics.
119(5):795-803.

Presotto, A., Cantamutto, M., Poverene, M., Seiler, G. 2009. Phenotypic Diversity in Wild Helianthus annuus from
Argentina. Helia. 32(50):37-50.

Qi, L., Friebe, B., Zhang, P., Gill, B.S. 2009. A Molecular-Cytogenetic Method for Locating Genes to
Pericentromeric Regions Facilitates a Genomewide Comparison of Syntency Between the Centrometric
Regions of Wheat and Rice. Genetics. 183:1235-1247.

Xu, S., Huang, Q., Shu, Q., Chen, C., Vick, B.A. 2009. Reproductive Organography of Bougainvillea spectabilis
Willd. Scientia Horticultureae. 120:399-405.

Zheljazkov, V.D., Vick, B.A., Balwin, B.S., Buehring, N., Astatkie, T., Johnson, B. 2009. Oil Content and Saturated
Fatty Acids in Sunflower as a Function of Planting Date, Nitrogen Rate, and Hybrid. Agronomy Journal.
101:1003-1011.

Vick, B.A., Cook, L.W., Jan, C.C. 2009. Characterization of a Green Non-Dormant Sunflower (Helianthus annuus)
Mutant NDG. Plant Breeding. 128:645-650.

Yue, B., Cai, X, Vick, B.A., Hu, J. 2009. Genetic Characterization and Molecular Mapping of a Chlorophyll
Deficiency Gene in Sunflower (Helianthus annuus). Journal of Plant Physiology. 166:644-651.

Yue, B., Cai, X., Yuan, W., Vick, B.A., Hu, J. 2009. Mapping Quantitative Trait Loci (QTL) Controlling Seed
Morphology and Disk Diameter in Sunflower (Helianthus annuus L.). Helia. 32(50):17-36.
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Zhang, J., Wang, L., Zhao, A., Liu, H., Jan, C.C., Qi, D., Liu, G. 2009. Morphological and Cytological Study in a
New Type of Cytoplasmic Male Sterile Line CMS-GIG2 in Sunflower (Helianthus annuus). Plant Breeding.
129:19-23.

Poverene, M., Cantamutto, M., Seiler, G.J. 2008. Ecological Characterization of Wild Helianthus annuus and
Helianthus petiolaris Germplasm in Argentina. Plant Genetic Resources: Characterization and Utilization.
7(1):42-49.

Feng, J., Jan, C.C. 2008. Introgression and molecular tagging of Rf4, a new male fertility restoration gene from
wild sunflower Helianthus maximiliani L. Theoretical and Applied Genetics. 117:241-249.

Hu, J., Yue, B., Yuan, W., Vick, B.A. 2008. Growing sunflower plants from seed to seed in small pots in
greenhouse. Helia. 31(48):119-126.

Rojas-Barros, P., Hu, J., Jan, C.C. 2008. Molecular mapping of an apical branching gene of cultivated sunflower
(Helianthus annuus L.). Theoretical and Applied Genetics. 117:19-28.

Seiler, G.J. 2008. Root Growth of Interspecific Sunflower Seedlings Derived from Wild Perennial Sunflower
Species. Canadian Journal of Plant Science. 88:705-712.

Yue, B., Radi, S.A,, Vick, B.A,, Cai, X., Tang, S., Knapp, S.J., Gulya, T.J., Miller, J.F., Hu, J. 2008. Identifying
quantitative trait loci for resistance to Sclerotinia head rot in two USDA sunflower germplasms.
Phytopathology. 98(8):926-931.

Yue, B., Vick, B.A., Yuan, W., Hu, J. 2008. Mapping one of the 2 genes controlling lemon ray flower color in
sunflower (Helianthus annuus L.). Journal of Heredity. 99(5):564-567.

Zheljazkov, V.D., Vick, B.A., Ebelhar, M.W., Buehring, N., Baldwin, B.S., Astatkie, T., Miller, J.F. 2008. Yield, oil
content, and composition of sunflower grown at multiple locations in Mississippi. Agronomy Journal.
100(3):635-642.

Deng, Z., Goktepe, F., Harbaugh, B.K., Hu, J. 2007. Assessment of genetic diversity and relationships among
caladium cultivars and species using molecular markers. Journal of the American Society for Horticultural
Science. 132(2):219-229.

Hu, J., Mou, B., Vick, B.A. 2007. Genetic diversity of 38 spinach (Spinacia oleracea L.) germplasm accessions
and 10 commercial hybrids assessed by TRAP markers. Genetic Resources and Crop Evolution. 54:1667-
1674.

Hu, J., Yue, B., Vick, B.A. 2007. Integration of TRAP markers onto a sunflower SSR marker linkage map
constructed from 92 recombinant inbred lines. Helia. 30(46):25-36.

Seiler, G.J. 2007. The potential of wild sunflower species for industrial uses. Helia. 30(46):175-198.

Seiler, G.J. 2007. Wild annual Helianthus anomalus and Helianthus deserticola as potential sources of improved
oil concentration and quality in sunflower. Industrial Crops and Products. 25:95-100. Available:
http://dx.doi.org/10.1016/j.indcrop.2006.07.007.

Vick, B.A., Jan, C.C., Miller, J.F. 2007. Registration of a sunflower genetic stock RS3 with reduced levels of
palmitic and stearic acids. Journal of Plant Registrations. 1:80.

Maiti, R.K., Vidyasagar, P., Shahapur, S.C., Seiler, G.J. 2006. Studies on Genotypic Variability and Seed
Dormancy in Sunflower Genotypes (Helianthus annuus L.). Indian Journal of Crop Science. 1(1-2):84-87.
Seiler, G.J., Gulya, T.J., Marek, L.F. 2006. Exploration for wild Helianthus species from the desert southwestern

USA for potential drought tolerance. Helia. 29(45):1-10.

5442-21220-035-00D
GENETIC IMPROVEMENT OF BARLEY — Lynn Dahleen (P); Fargo, North Dakota

Tyagi, N., Dahleen, L.S. 2011. Timing of Ethylene Modification Is Critical For Regeneration In Barley. Plant and
Molecular Biology and Biotechnology. 4:47-55.

Tyagi, N., Dahleen, L.S., Bregitzer, P.P. 2010. Candidate Genes Within Tissue Culture Regeneration QTL
Revisited with a Linkage Map Based on Transcript Derived Markers. Crop Science. 50:1697-1707.

Mittal, S., Dahleen, L.S., Mornhinweg, D.W. 2009. Barley Germplasm STARS-9577B lacks a Russian Wheat
Aphid Resistance Quantitative Trait Locus Present in STARS-9301B. Crop Science. 49:1999-2004

5442-21220-024-00D
SUNFLOWER GERMPLASM DEVELOPMENT FOR IMPROVED INSECT AND DISEASE RESISTANCE — Thomas Gulya Jr
(P) and Brent Hulke; Fargo, North Dakota

Mathew, F., Kirkeide, B., Gulya, T.J., Markell, S. 2010. First report of pathogenicity of Fusarium sporotrichioides
and Fusarium acuminatum on sunflowers in the United States. Plant Health Progress. Available:
http://www.plantmanagementnetwork.org/sub/php/brief/2010/fusarium/.
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Charlet, L.D., Seiler, G.J., Grady, K.A., Hulke, B.S., Chirumamilla, A. 2010. Resistance in Cultivated Sunflower
Germplasm to the Red Sunflower Seed Weevil (Coleoptera: Curculionidae) in the Northern Great Plains.
Journal of the Kansas Entomological Society. 83:51-57.

Gulya, T.J., Mengistu, A., Kinzer, K., Balbyshev, N., Markell, S. 2010. First Report of Charcoal Rot of Sunflower in
Minnesota, USA. Plant Health Progress. Available:
http://www.plantmanagementnetwork.org/sub/php/brief/2010/charcoall.

Hulke, B.S., Miller, J.F., Gulya, T.J. 2010. Registration of the Restorer Oilseed Sunflower Germplasm RHA 464
Possessing Genes for Resistance to Downy Mildew and Sunflower Rust. Journal of Plant Registrations.
4:249-254.

Hulke, B.S., Miller, J.F., Gulya, T.J., Vick, B.A. 2010. Registration of the Oilseed Sunflower Genetic Stocks HA
458, HA 459, and HA 460 Possessing Genes for Resistance to Downy Mildew. Journal of Plant Registrations.
4:93-97.

Johnsen, A.R., Horgan, B.P., Hulke, B.S., Cline, V. 2009. Evaluation of Remote Sensing to Measure Plant Stress
in Creeping Bentgrass (Agrostis stolonifera L.) Fairways. Crop Science. 49:2261-2274.

Charlet, L.D., Seiler, G.J., Miller, J.F., Hulke, B.S., Knodel, J.J. 2009. Resistance Among Cultivated Sunflower
Germplasm to the Banded Sunflower Moth (Lepidoptera: Tortricidae) in the Northern Great Plains. Helia. 32:1-
10.

Morris, B.D., Charlet, L.D., Foster, S.P. 2009. Isolation of Three Diterpenoid Acids from Sunflowers, as
Oviposition Stimulants for the Banded Sunflower Moth, Cochylis hospes. Journal of Chemical Ecology. 35:50-
57.

Charlet, L.D., Aiken, R.M., Miller, J.F., Seiler, G.J. 2009. Resistance Among Cultivated Sunflower Germplasm to
Stem-Infesting Pests in the Central Great Plains. Journal of Economic Entomology. 102(3):1281-1290.

Charlet, L.D., Aiken, R.M., Seiler, G.J., Chirumamilla, A., Hulke, B.S., Knodel, J.J. 2008. Resistance in Cultivated
Sunflower to the Sunflower Moth (Lepidoptera: Pyralidae). Journal of Agricultural and Urban Entomology.
25(4):245-257.

Charlet, L.D., Aiken, R.M., Meyer, R.F., Gebre-Amlak, A. 2007. Impact of combining planting date and chemical
control to reduce larval densities of stem-infesting pests of sunflower in the Central Plains. Journal of
Economic Entomology. 100(4):1248-1257.

Charlet, L.D., Aiken, R.M., Meyer, R.F., Gebre-Amlak, A. 2007. Impact of irrigation on larval density of stem-
infesting pests of cultivated sunflower in Kansas. Journal of Economic Entomology. 100(5):1555-1559.

Gulya, T.J., Seiler, G.J., Kong, G., Marek, L.F. 2007. Exploration and collection of rare Helianthus species from
southeastern United States. Helia. 30(46):13-24.

Miller, J.F., Gulya Jr, T.J., Vick, B.A. 2006. Registration of three maintainer (HA 456, HA 457, and HA 412 HO)
high-oleic oilseed sunflower germplasms. Crop Science. 46:2728.

Miller, J.F., Gulya Jr, T.J., Vick, B.A. 2006. Registration of two maintainer (HA 451 and HA 452) and three restorer
(RHA 453-RHA 455) Sclerotinia-tolerant oilseed sunflower germplasms. Crop Science. 46:2727-2728.

5442-21430-007-00D
SUCROSE ACCUMULATION AND RETENTION IN SUGARBEETS — Karen Fugate (P) and Larry Campbell; Fargo,
North Dakota

Lafta, A.M., Fugate, K.K. 2011. Metabolic profile of wound-induced changes in primary carbon metabolism in
sugarbeet root. Phytochemistry. 72:476-489.

Campbell, L.G., Panella, L.W., Smigocki, A.C. 2011. Registration of F1024 sugarbeet germplasm with resistance
to sugarbeet root maggot. Journal of Plant Registrations. 5(2):241-247.

Fugate, K.K., Suttle, J.C., Campbell, L.G. 2010. Ethylene Production and Ethylene Effects on Respiration Rate of
Postharvest Sugarbeet Roots. Postharvest Biology and Technology. 56:71-76

6202-21000-027-00D
GENETIC ANALYSES AND TRAIT MAPPING TO EXPLOIT UNTAPPED GENETIC DIVERSITY IN SORGHUM — Robert
Klein (P); College Station, Texas

Jordan, D.R., Mace, E.S., Henzell, R.G., Klein, P.E., Klein, R.R. 2010. Molecular mapping and candidate gene
identification of the Rf2 gene for pollen fertility restoration in sorghum (Sorghum bicolor (L.) Moench).
Theoretical and Applied Genetics. 120(7):1279-1287.

Mace, E.S., Rami, J., Bouchet, S., Klein, P.E., Klein, R.R., Kilian, A., Wenzl, P., Zia, L., Halloran, K., Jordan, D.
2009. A consensus genetic map of sorghum that integrates multiple component maps and high-throughput
diversity array technology (DArT) markers. BMC Plant Biology. 9:13.
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Klein, R.R., Mullet, J.E., Jordan, D.R., Miller, F.R., Rooney, W.L., Menz, M.A., Franks, C.D., Klein, P.E. 2008. The
effect of tropical sorghum conversion and inbred development on genome diversity as revealed by high-
resolution genotyping. Crop Science. 48(S1):S12-S26.

Harris, K., Borrell, A., Jordan, D., Rosenow, D., Nguyen, H., Klein, P., Klein, R.R., Mullet, J. 2007. Sorghum stay-

green QTL individually reduce post-flowering drought-induced leaf senescence. Journal of Experimental
Botany. 58:327-338.

6202-21000-029-00D
PECAN GENETICS AND IMPROVEMENT — Tommy Thompson (P) and Larry Grauke; College Station, Texas

Thompson, T.E., Grauke, L.J. 2010. '‘Apalachee' Pecan. HortScience. 45(9):1386-1387.

Thompson, T.E., Grauke, L.J. 2010. 'Mandan' Pecan. HortScience. 45(9):1392-1393.

Venkatachalam, M., Kshirsagar, H.H., Seeram, N.P., Heber, D., Thompson, T.E., Roux, K.H., Sathe, S.K. 2007.
Biochemical composition and immunological comparison of select pecan [Carya illinoinensis (Wangenh.) K.
Koch] cultivars. Journal of Agricultural and Food Chemistry. 55:9899-9907.

6202-21000-030-00D

COTTON GENOMICS AND GENETIC ANALYSIS — Richard Percy (P), James Frelichowski, Lori Hinze, and John
Yu; College Station, Texas

Xu, Z., Yu, J., Cho, J., Yu, J., Kohel, R.J., Percy, R.G. 2010. Polyploidization altered gene functions in cotton
(Gossypium spp.). PLoS One. 5(12):Article e14351. Available:
http://www.plosone.org/article/info%3Adoi%2F10.1371%2Fjournal.pone.0014351.

Yu, J., Kohel, R.J., Smith, C. 2010. The construction of a tetraploid cotton genome wide comprehensive reference
map. Genomics. 95:230-240.

Van Deynze, A., Stoffel, K., Lee, M., Wilkins, T.A., Kozik, A., Cantrell, R.G., Yu, J., Kohel, R.J., Stelly, D.M. 2009.
Sampling nucleotide diversity in cotton. BMC Plant Biology. 9:Article 125.

Abdurakhmonov, 1.Y., Kohel, R.J., Yu, J., Pepper, A.E., Abdullaev, A.A., Kushanov, F.N., Salakhutdinov, I.B.,
Buriev, Z.T., Saha, S., Scheffler, B.E., Jenkins, J.N., Abdukarimov, A. 2008. Molecular diversity and
association mapping of fiber quality traits in exotic G. hirsutum L. germplasm. Genomics. 92:478-487.

Xu, Z., Kohel, R.J., Song, G., Cho, J., Alabady, M., Yu, J., Poo, K., Chu, J., Yu, S., Wilkins, T.A., Zhu, Y., Yu, J.
2008. Gene-rich islands for fiber development in the cotton genome. Genomics. 92:173-183.

Xu, Z., Kohel, R.J., Song, G., Cho, J., Yu, J., Yu, S., Tomkins, J., Yu, J. 2008. An integrated genetic and physical
map of homoeologous chromosomes 12 and 26 in Upland cotton (G. hirsutum L.). BMC Genomics. 9:108.

Hoffman, S.M., Yu, J., Grum, D.S., Xiao, J., Kohel, R.J., Pepper, A.E. 2007. Indentification of 700 new
microsatellite loci from cotton (G. hirsutum). Journal of Cotton Science. 11:208-241.

Wang, K., Song, X., Han, Z., Guo, W., Yu, J., Sun, J., Pan, J., Kohel, R.J., Zhang, T. 2006. Complete assignment
of the G. hirsutum L. chromosomes by BAC-FISH and translocation analyses. Journal of Theoretical and
Applied Genetics. 113:73-80.

6202-21000-031-00D

COTTON GENETIC RESOURCE MANAGEMENT — Richard Percy (P), James Frelichowski, Lori Hinze, and John
Yu; College Station, Texas

Hinze, L.L., Kohel, R.J., Campbell, B.T., Percy, R.G. 2011. Variability in four diverse cotton (Gossypium hirsutum
L.) germplasm populations. Genetic Resources and Crop Evolution. 58(4):561-570.

Hinze, L.L., Percy, R.G., Jones, D. 2010. Fiber quality of cultivars and breeding lines in the Cotton Winter Nursery
and U.S. environments. Journal of Cotton Science. 14(3):138-144.

Percy, R.G., Campbell, B.T., Chee, P.W., Jones, D.C., Lubbers, E.L., Myers, G.O., Ulloa, M. 2010. Registration of
CRB 252, an upland cotton germplasm line possessing superior fiber quality traits. Journal of Plant
Registrations. 4(3):1-4.

Percy, R.G., Ulloa, M., Zhang, J. 2009. Registration of PSI 113 and PSI 425 germplasm lines of Pima cotton
possessing superior fiber quality traits. Journal of Plant Registrations. 3(3):297-299.

Lu, Y., Curtiss, J., Percy, R.G., Hughs, S.E., Yu, S., Zhang, J. 2009. DNA polymorphisms of genes involved in
fiber development in a selected set of cultivated tetraploid cotton. Crop Science. 49:1695-1704.
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6202-21000-032-00D
CHARACTERIZING AND CONSERVING THE GENETIC DIVERSITY OF CARYA POPULATIONS — Larry Grauke (P) and

Tommy Thompson; College Station, Texas

Sagaram, M., Lombardini, L., Grauke, L.J. 2011. Variation in anatomical characteristics in leaves of pecan
seedstocks from Mexico and the United States. Journal of the American Society for Horticultural Science.
136(2):103-108.

Grauke, L.J., Thompson, T.E. 2010. Pecan: Register of new fruit and nut cultivars - list 45. HortScience.
45(5)739-740.

Grauke, L.J., Thompson, T.E. 2008. Pecan. HortScience. 43(5):1334.

Sagaram, M., Lombardini, L., Grauke, L.J. 2007. Variation in leaf anatomy of pecan cultivars from three
ecogeographic locations. Journal of the American Society for Horticultural Science. 132:1-5.

6203-21000-001-00D
DEVELOPMENT AND CHARACTERIZATION OF GENETIC RESOURCES FOR AGRONOMIC AND QUALITY TRAITS USING

GENoMmIC TooLs — Anna McClung (P), Shannon Pinson, and Ming Hsuan Chen; Stuttgart, Arkansas

Min, B., Mcclung, A.M., Chen, M.H. 2011. Phytochemicals and antioxidant capacity in rice brans of different color.
Journal of Food Science. 76:C117-126.

Chen, M., Fjellstrom, R.G., Christensen, E.F., Bergman, C.J. 2010. Development of three allele-specific
codominant rice Waxy gene PCR markers suitable for marker assisted selection of amylose content and paste
viscosity. Molecular Breeding. 26:513-523.

Heuberger, A.L., Lewis, M.R., Chen, M., Brick, M.A., Leach, J.E., Ryan, E.P. 2010. Metabolomic and functional
genomic analyses reveal varietal differences in bioactive compounds of cooked rice. PLoS One 5:€12915.
Pinson, S.R., Shahjahan, A., Rush, M.C., Groth, D.E. 2010. Bacterial panicle blight resistance QTL in rice (Oryza

sativa L.) and their association with resistance to other diseases. Crop Science. 50:1287-1297.

Fitzgerald, M.A., Bergman, C.J., Ressurreccion, A.P., Moller, J., Jimenez, R., Reinke, R.F., Martin, M., Blanco, P.,
Molina, F., Chen, M., Kuri, V., Romero, M.V., Habibi, F., Umemoto, T., Jongdee, S., Graterol, E., Reddy, K.R.,
Bassinello, P.Z., Sivakami, R., Rani, N.S., Das, S., Wang, Y., Indrassi, S.D., Ramli, A., Rauf, A., Dipti, S.S.,
Xie, L., Lang, N.T., Singh, P., Toro, D.C., Tavasoli, F. 2009. Addressing the dilemmas of measuring amylose
in rice. Cereal Chemistry. 86(5):492-498.

Sharma, A., Mcclung, A.M., Pinson, S.R., Kepiro, J.L., Shank, A.R., Tabien, R.E., Fjellstrom, R.G. 2009. Genetic
mapping of sheath blight resistance to QTLs within tropical Japonica rice cultivars. Crop Science 49:256-264.

Chen, M., Bergman, C.J., Pinson, S.R., Fjellstrom, R.G. 2008. Waxy gene haplotypes: Associations with amylose
content and the effect by the environment in an international rice germplasm collection. Journal of Cereal
Science. 47:536-545.

Chen, M., Bergman, C.J., Pinson, S.R., Fjellstrom, R.G. 2008. Waxy gene haplotypes: Associations with pasting
properties in an international rice germplasm collection. Journal of Cereal Science. 48:781-788.

Kepiro, J.L., McClung, A.M., Chen, M., Yeater, K.M., Fjellstrom, R.G. 2008. Mapping QTL for milling yield and
grain characteristics in a tropical japonica long grain cross. Journal of Cereal Science 48:477-485.

Samonte, S.B., Wilson, L.T., Tabien, R.E., McClung, A.M. 2008. Use of gross income as a measure of
productivity in rice breeding. Canadian Journal of Plant Science 88:1015-1022.

Chen, M.H., Bergman, C.J. 2007. A method to determine the content, molecular weights, and weight- and molar-
based distributions of degree of polymerization of amylose and fine-structure of amylopectin. Carbohydrate
Polymers 69:562-578.

Samonte, S.O., Wilson, L.T., Pinson, S.R., McClung, A.M., Lales, J.S. 2006. Nitrogen utilization efficiency:
Relationships with grain yield, grain protein, and yield-related traits in rice. Agronomy Journal. 98:168-176.

Aboubacar, A., Moldenhauer, K.A., McClung, A.M., Beighley, D.H., Hamaker, Bruce R. 2006. Effect of growth
location in the United States on amylose content, amylopectin fine structure, and thermal properties of
starches of long grain rice cultivars. Cereal Chemistry. 83(1):93-98.

6208-21000-017-00D
MOLECULAR AND GENETIC ENHANCEMENT OF ABIOTIC STRESS TOLERANCE IN SORGHUM — Zhanguo Xin, Gloria

Burow, and John Burke; Lubbock, Texas

Mahan, J.R., Conaty, W., Neilsen, J., Gitz, D.C. 2010. Field performance in an agricultural setting of a wireless
temperature monitoring system based on a low-cost infrared sensor. Computers and Electronics in

Agriculture. 71(2):176-181.
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Burke, J.J., Franks, C.D., Burow, G.B., Xin, Z. 2010. Selection system for the Stay-green" drought tolerance trait
in sorghum germplasm. Agronomy Journal. 102(4):1118-1122."
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Brooks, S.A. 2007. Sensitivity to a phytotoxin from Rhizoctonia solani correlates with sheath blight susceptibility in
rice. Phytopathology. 97:1207-1212.

Chen, C., Yun, K., Ressom, H., Mohanty, B., Bajic, V.B., Jia, Y., Yun, S., De Los Reyes, B.G. 2007. Reactive
oxygen species trigger a regulatory module involved in the early responses of rice seedlings to cold stress.
Biomed Central (BMC) Genomics. 18:175.
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Venu, R.C., Jia, Y., Gowda, M., Jia, M.H., Jantasuriyarat, C., Stahlbert, E., Li, H., Rhineheart, A., Reddy, P.,
Singh, P., Rutger, J.N., Kudrna, D., Wing, R., Nelson, J.C., Wang, G. 2007. Rl-sage and microarray analysis
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278:421-431.

Zhou, E., Jia, Y., Singh, P., Correll, J.C., Lee, F.N. 2007. Instability of the Magnaporthe oryzae Avirulence gene
AVR-Pita alters virulence. Fungal Genetics and Biology. 44:1024-1034.

Jia, Y., Coarrea-Victoria, F., McClung, A.M., Zhu, L., Liu, G., Wamishe, Y., Xie, J., Marchetti, M.A., Pinson, S.R.,
Rutger, J.N., Correll, J.C. 2006. Rapid determination of rice cultivar responses to the sheath blight pathogen
Rhizoctonia solani using a micro-chamber screening method. Plant Disease. 91:485-489.

6402-21000-031-00D
COMBINING CONVENTIONAL AND MOLECULAR TECHNIQUES TO IMPROVE SEED COTTON VALUE — Jodi Scheffler
(P), Lawrence Young, and Rickie Turley; Stoneville, Mississippi

Romano, G.B., Sacks, E.J., Stetina, S.R., Robinson, A.F., Fang, D.D., Gutierrez, O., Scheffler, J.A. 2009.
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Benbiuza, H., Lognay, G., Scheffler, J.A., Baudoin, J., Mergeai, G.G. 2009. Expression of the Glanded-Plant and
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6402-21000-033-00D
GENETIC-PHYSIOLOGICAL TEAM RESEARCH TO IMPROVE PRODUCTION, FIBER QUALITY AND COMPETITIVE
ABILITY OF COTTON — Lawrence Young (P), Efrem Bechere, and Linghe Zeng; Stoneville, Mississippi
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and Fiber Quality. Journal of Cotton Science. 13:11-24.
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6402-21000-034-00D
DEVELOPMENT OF SOYBEAN GENEOTYPES AND MANAGEMENT SYSTEMS FOR EARLY SEASON AND STRESS
ENVIRONMENTS — Lawrence Young (P), Anne Gillen, and Nacer Bellaloui; Stoneville, Mississippi

Bellaloui, N., Smith, J.R., Gillen, A.M., Ray, J.D. 2010. Effect of maturity on seed sugars in the early soybean
production system as measured on near-isogenic soybean (Glycine max). Crop Science. 49:608-620.
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Bruns, H.A., Abbas, H.K. 2009. Clipping Corn Plants at the 3 and 5 Leaf Growth Stage Fail to Simulate Uneven
Emergence. Crop Management. doi:10.1094/CM-2009-1016-01-RS.
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6402-21220-010-00D
REDUCING SOYBEAN YIELD LOSSES THROUGH GENETIC IMPROVEMENT — Jeffery Ray (P), Lawrence Young,
Shuxian Li, and James Smith; Stoneville, Mississippi

Charlson, D.V., Bhatnagar, S., King, C.A., Ray, J.D., Sneller, C.H., Carter Jr, T.E., Purcell, L.C. 2009. Polygenic
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DNA Research. 19(3):264-269
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6402-21310-003-00D

Genomics and Bioinformatics Research in Agriculturally Important Organisms — Brian Scheffler (P);
Stoneville, Mississippi

Arias De Ares, R.S., Ray, J.D., Mengistu, A., Scheffler, B.E. 2011. Discriminating microsatellites from
Macropmina phaseolina and their potential association to biological functions.. Plant Pathology. DOI:
10.1111/j.1365-3059.2010.02421 .x.

Narina, S.S., Buyyarapu, R., Kottapalli, R., Sartie, A.M., Moahmed, A., Asiedu, R., Mignouna, H., Sayre, B.,
Scheffler, B.E. 2011. Generation and analysis of expressed sequence tags(ESTs) for marker development in
yam (Dioscores alata L.). Biomed Central (BMC) Genomics. 1471-2164.

Rinehart, T., Trigiano, R., Wadl, P., Hadziabdic, D., Pooler, M., Scheffler. B. 2010. Characterization of Twelve
Microsatellite Markers for the Native Redbud Tree (Cercis canadensis). Molecular Ecology Resources. 10(4),
751-754. http://tomato.biol.trinity.edu/manuscripts/10-4/mer-09-0487.pdf.

Blacklock, B.J., Scheffler, B.E., Shepard, M.R., Jayasuriya, N., Minto, R.E. 2010. Functional Diversity in Fungal
Fatty Acid Synthesis. The First Acetylenase from the Pacific Golden Chanterelle, Cantharellus formosus.
Journal of Biological Chemistry. 287(37):28442-28449.
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SSR markers of Chionanthus retusus (Oleaceae) and cross amplification of closely related taxa. HortScience.
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Fang, X., Dong, W., Thornton, C., Scheffler, B.E., Willet, K. 2010. Benzo(A)Pyrene Induced Glycine N-
Methyltransferase Messenger Rna Expression in Fundulus heteroclitus Embryos. Marine Environmental
Research. 69:274-276
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Han, K.M., Strauss, S.H., Dharmawardhana, P., Arias De Ares, R.S., Ma, C., Busov, V. 2010. Gibberellic acid
cisgenes modify growth rate and stature in transgenic poplars. Plant Biotechnology Journal pp. 1-17

Techen, N., Arias De Ares, R.S., Glynn, N.C., Pan, Z., Khan, I.A., Scheffler, B.E. 2010. Optimized Construction of
SSR-enriched Libraries. Molecular Ecology Resources. 10(3)508-515

Wadl, P.A., Dean, D., Li, Y., Vito, L.M., Scheffler, B.E., Hadziabdic, D., Windham, M.T., Trigiano, R.N. 2010.
Development and characterization of microsatellites for switchgrass rust fungus (Puccinia emaculata).
Conservation Genetics. (2011) 3:185-188. Published on line

Wang, X., Dean, D., Wadl, P., Hadziabdic, D., Scheffler, B.E., Rinehart, T.A., Trigiano, R. 2010. Development of
microsatellite markers from Crape Myrtle (Lagerstroemia L.). HortScience. VOL. 45(5).

Yuan, J.S., Abercrombie, L., Cao, Y., Halfhill, M.D., Zhou, X., Peng, Y., Hu, J., Rao, M.R., Heck, G.R., Larosa,
T.J., Sammons, R.D., Wang, X., Ranjan, P., Johnson, D.H., Wadl, P.A., Scheffler, B.E., Rinehart, T.A.,
Trigiano, R.N., Stewart, Jr, C.N. 2010. Functional Genomics Analysis of Horseweed (Conyza canadensis) with
Special Reference to the Evolution of Non-Target-Site Glyphosate Resistance. Weed Science. 58:109-117.

Arias De Ares, R.S., Stetina, S.R., Tonos, J.L., Scheffler, J.A., Scheffler, B.E. 2009. Microsatellites Reveal
Genetic Diversity in Rotylenchulus reniformis Populations. Journal of Nematology. 41(2): 146-156.

Arias De Ares, R.S., Ballard, L.L., Scheffler, B.E. 2009. UPIC: How Many SSR Markers to Run. Bioinformation
3(8):352-360.

Bowers, S., Gandy, S., Anderson, B., Ryan, P., Willard, S. 2009. Assessment Of Pregnancy in the Late Gestation
Mare Using Digital Infrared Thermography. Theriogenology. 72(3):372-377.

Hu, Y., Willett, K.L., Khan, I.A., Scheffler, B.E., Dasmahapatra, A.K. 2009. Ethanol Disrupts Chondrification of the
Neurocranial Cartilages in Medaka Embryos without Affecting Aldehyde Dehydrogenase 1A2 (Aldh1A2)
Promoter Methylation. Comparative Biochemistry and Physiology. 150(4):495-502.

Jung, S.Y., Bowers, S.D., Willard, S.T. 2009. Simulated Microgravity Influences Bovine Oocyte In Vitro
Fertilization and Preimplantation Embryo Development. Journal of Animal and Veterinary Advances
8(9):1807-1814.

Jung, S.Y., Willard, S.T. 2009. The Effect of Culture Methods and Serum Supplementation on Developmental
Competence of Bovine Embryos Cultured In Vitro. Journal of Animal and Veterinary Advances. 8(1):67-74.

Moulton, K., Ryan, P., Christiansen, D., Hopper, R., Klauser, C., Bennett, W., Rodts-Palenik, S., Willard, S.
Hormonal Profiles of Late Gestation Ewes Following Intra-Uterine Inoculation With and Without Lux-Modified
Escherichia Coli. Journal of Reproduction and Development 55(1):55-62.

Moulton, K., Ryan, P., Lay Jr, D.C., Willard, S. 2009. Postmortem Photonic Imaging of Lux-Modified Salmonella
Typhimuium Within the Gastrointestinal Tract of Swine Following Oral Inoculation In Vivo. Journal of Animal
Science 87:2239-2244.

Ryan, P.L., Christiansen, D.L., Hopper, R.M., Bagnell, C.A., Vaala, W.E., Leblanc, M.M. 2009. Evaluation of
Relaxin Blood Profiles of Horses as A Means of Assessing Placental Function in High-Risk Pregnancies And
Responsiveness to Therapeutic Strategies. Annals of the New York Academy of Sciences. 1160:169-178.

Techen, N., Pan, Z., Scheffler, B.E., Kahn, |.A. 2009. Detection of lllicium anisatum as Adulterant of lllicium
verum. Planta Medica. 75:392-395.

Joshi, V., Techen, N., Scheffler, B.E., Khan, I.A. 2009. Identification and Differentiation Between Hoodia gordonii
Masson) Sweet ex Decne., Opuntia ficus indica (L.) P. Miller and Other Related Hoodia Species by
Microscopy and PCR Methods. Journal of Herbs, Spices and Medicinal Plants. 15(3)253-264.

Schlueter, J.A., Scheffler, B.E., Jackson, S., Shoemaker, R.C. 2008. Fractionation of Synteny in a Genomic
Region Containing Tandemly Duplicated Genes Across Glycine max, Medicago truncatula and Arabidopsis
thaliana. Journal of Heredity.

Dong, W., Wang, L., Thornton, C., Scheffler, B.E., Willett, K.L. 2008. Benzo(A)pyrene Decreases Brain and
Ovarian Aromatase mRNA Expression. Aquatic Toxicology.

6404-21000-008-00D
SMALL FRUIT AND ORNAMENTAL GENETIC RESEARCH FOR THE MID-SOUTH — Timothy Rinehart (P), Cecil
Pounders, James Spiers, Stephen Stringer, and Hamidou Sakhanokho; Poplarville, Mississippi

Stringer, S.J., Marshall, D.A., Gray, D. 2011. Eudora muscadine grape. HortScience. 46(1).

Wang, X., Wadl, P.A., Cabrera, R.l., Pounders Jr, C.T., Scheffler, B.E., Pooler, M.R., Rinehart, T.A., Trigiano,
R.N. 2011. Evaluation of genetic diversity and pedigree within crapemyrtle (Lagerstroemia spp.) cultivars
using simple sequence repeat (SSR) markers. Journal of the American Society for Horticultural Science.
136(2):116-128.

Baird, R., Mcneil, D., Wadl, P.A., Trigiano, R.N., Allen, T., Shier, T., Wang, X., Rinehart, T.A., Abbas, H.K. 2010.
Variability of United States Isolates of Macrophomina phaseolina Based on Simple Sequence Repeats and
Cross Genus Transferability to Related Botryosphaeraceae. Mycopathologia. 170.3(2010): 169-80. Epub 2010
March 30.
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Johnson, D., Fitzpatrick, B., Wang, X., Wadl, P., Rinehart, T.A., Ownley, B., Windham, M., Trigiano, R. 2010.
Analysis of genetic diversity of flowering dogwood natural stands using microsatellites: the effects of dogwood
anthracnose. Genetica. 138:1047-1057.

Pounders Jr, C.T., Blythe, E.K., Fare, D.C., Knox, G.W., Sibely, J.L. 2010. Crapemyrtle genotype x environment
interactions and trait stability for plant height leaf-out and flowering. HortScience. 45(2):198-207.

Rinehart, T.A., Scheffler, B.E., Reed, S.M. 2010. Ploidy Variation and Genetic Diversity in Dichroa. HortScience.
45:208-213.

Stringer, S.J., Draper, A., Marshall, D.A., Spiers, J.M. 2010. Prince Rabbiteye Blueberry. HortScience.
Vol.45(1)144-145.2010.

Sylvere Sie, R., Gilbert, C., Sakhanokho, H.F., Toueix, Y., Dje, Y., Sangare, A., Branchard, M. 2010. Protocols for
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group of root-specific defense-related genes in upland cotton (Gossypium hirsutum L.). Planta. 228:111-123.

Wubben, M., Jing, J., Baum, T.J. 2008. Cyst nematode parasitism of Arabidopsis thaliana is inhibited by salicylic
acid (SA) and elicits uncoupled SA-independent pathogenesis-related gene expression in roots. Molecular
Plant-Microbe Interactions. 21:424-432.

An, C., Saha, S., Jenkins, J.N., Scheffler, B.E., Wilkins, T.A., Stelly, D.M. 2007. Transcriptome profiling, sequence
characterization, and SNP-based chromosomal assignment of the EXPANSIN genes in cotton. Molecular
Genetics and Genomics. 278:539-553.

Creech, R.G., Jenkins, J.N., McCarty Jr., J.C., Hayes, R.W., Creech, J.B., Haire, D., Cantrell, R. 2007.
Registration of MS-01RKN, MS-24RKN, MS-30RKN, MS-33RKN, MS-35RKN and MS-37RKN cotton
germplasm lines with resistance to root-knot nematode. Journal of Plant Registrations. 1:147-148.

Jenkins, J.N., McCarty Jr., J.C., Wu, J., Saha, S., Gutierrez, O.A., Hayes, R.W., Stelly, D.M. 2007. Genetic effects
of thirteen Gossypium barbadense L. chromosome substitution lines in topcrosses with upland cotton
cultivars: |l. Fiber quality traits. Crop Science. 47:561-572.

McCarty Jr., J.C., Wu, J., Jenkins, J.N. 2007. Use of primitive derived cotton accessions for agronomic and fiber
traits improvement: Variance components and genetic effects. Crop Science. 47:100-110.

Ynturi, P., Jenkins, J.N., McCarty Jr., J.C., Gutierrez, O.A., Saha, S. 2006. Association of root-knot nematode
resistance genes with simple sequence repeat markers on two chromosomes in cotton. Crop Science.
46:2670-2674.

6408-21410-008-00D
DISCOVERY AND DEVELOPMENT OF NATURAL PRODUCT FOR PHARMACEUTICAL AND AGRICHEMICAL
APPLICATIONS — Stephen Duke (P); University, Mississippi

Ding, Y., Li, X., Ferreira, D. 2010. 4-Arylflavan-3-ols as Proanthocyanidin Models: Absolute Configuration via
Density Functional Calculation of Electronic Circular Dichroism. Journal of Natural Products. 73:435-440.

Heratch, W., Khan, I.A. 2010. Microbial Metabolism. Part 11. Metabolites of Flutamide. Chemical and
Pharmaceutical Bulletin. 58(4):562-564.

Wang, W., Ali, Z., Li, X., Khan, I.A. 2010. A New ent-Labdane Diterpene Glycoside form the Leaves of Casearia
sylvestris. Natural Product Communications. 5(5):771-774.

Wang, W., Ali, Z., Shen, Y., Li, X., Khan, I.A. 2010. Ursane Triterpenoids from the Bark of Terminalia arjuna.
Fitoterapia. 81:480-484.

Bialonska, D., Kasimsetty, S.G., Khan, S.I., Ferreira, D. 2009. Urolithins, Intestinal Microbial Metabolites of
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Food Chemistry. 57(21):10181-10186.

Xu, W., Jacob, M.R., Agarwal, A.K., Clark, A.M., Liang, Z., Li, X. 2009. ent-Kaurane Glycosides from Tricalysia
okelensis. Chemical and Pharmaceutical Bulletin. 58:261-264.

Wang, W., Ali, Z., Li, X., Khan, I.A. 2009. Neolignans from the Leaves of Casearia sylvestris Swartz. Helvetica
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6410-21000-014-00D
GENETIC IMPROVEMENT OF SUGARCANE BY CONVENTIONAL AND MOLECULAR APPROACHES — Thomas Tew (P),
Anna Hale, Edward Richard Jr, Yong Bao Pan, and William White; Houma, Louisiana

Hodnett, G.L., Hale, A.L., Packer, D.J., Stelly, D., Da Silva, J., Rooney, W.L. 2010. Elimination of a reproductive
barrier facilitates intergeneric hybridization of Sorghum bicolor and Saccharum. Crop Science. 50:1188-1195.

Liang, J., Pan, Y., Li, Y.R., Fang, F.X., You, J.H. 2010. Assessment of Genetic Diversity in Saccharum Using
SSR Markers and Capillary Electrophoresis. Guihaia. 30(1):106-111.

Pan, Y-B. 2010. Databasing molecular identities of sugarcane (Saccharum spp.)clones constructed with
microsatellite (SSR) DNA markers. American Journal of Plant Sciences. 1(2):87-94.

Tew, T.L., Pan, Y. 2010. Microsatellite (SSR) Marker-Based Paternity Analysis of a Seven-Parent Polycross in
Sugarcane. Crop Science. 50:1401-1408.

Tew, T.L., Dufrene Jr, E.O., Garrison, D.D., White, W.H., Grisham, M.P., Pan, Y., Richard Jr, E.P., Legendre,
B.L., Miller, J.D. 2009. Registration of HOCP 00-950" Sugarcane. Journal of Plant Registrations. 39(1):42-50."

Chen, P.H., Pan, Y., Chen, R.R., Xu, L.P., Chen, Y.Q. 2009. SSR marker-based analysis of genetic relatedness
among sugarcane cultivars (Saccharum spp. hybrids) from breeding programs in China and other countries.
Sugar Tech. 11(4):347-354.

Alvi, A.K., Igbal, J., Shah, A.H., Pan, Y. 2008. DNA Based Genetic Variation for Red Rot Resistance in
Sugarcane. Pakistan Journal of Botany. 40(4):1419-1425.

Gao, S.J., Pan, Y., Chen, R.K,, Zhang, H., Xu, L. 2008. Quick detection of Leifsonia xyli subsp. xyli by PCR and
necleotide sequence analysis of PCR amplicons from Chinese Leifsonia xyli subsp. xyli isolates. Sugar Tech.
10(4):334-340.

Tew, T.L., Cobill, R.M., Richard Jr, E.P. 2008. Evaluation of Sweet Sorghum and Sorghum x Sudangrass Hybrids
as Feedstocks for Ethanol Production. BioEnergy Research. 1:147-152.

Chen, P., Pan, Y., Chen, R. 2008. High-Throughput Procedure for Single Pollen Grain Collection and Polymerase
Chain Reaction in Plants. Journal of Integrative Plant Biology. 50:375-383.

Pan, Y.-B., Scheffler, B.S., Richard, Jr., E.P. 2007. High-throughput genotyping of commercial sugarcane clones
with microsatellite (SSR) DNA markers. Sugar Tech. 9:176-181.

Pan, Y.-B. 2006. Highly polymorphic microsatellite DNA markers for sugarcane germplasm evaluation and variety
identity testing. Sugar Tech. 8(4):246-256.

6435-21000-016-00D
MOLECULAR ANALYSIS OF DEVELOPMENT TO IMPROVE COTTON FIBER — David Fang (P) and Hee Kim; New
Orleans, Louisiana

Naoumkina, M.A., Dixon, R. 2011. Characterization of the mannan synthase promoter from guar (Cyamopsis
tetragonoloba). Plant Cell and Environment. DOI 10.1007/s00299-011-1003-4.

Hinchliffe, D.J., Meredith Jr, W.R., Delhom, C.D., Thibodeaux, D.P., Fang, D.D. 2011. Elevated growing degree
days influence transition stage timing during cotton (Gossypium hirsutum L.) fiber development and result in
increased fiber strength. Crop Science. 51:1683-1692,DOI 10.2135/cropsci2010.10.0569.

Kim, H.J., Murai, N., Fang, D.D., Triplett, B.A. 2010. Functional analysis of Gossypium hirsutum cellulose
synthase catalytic subunit 4 promoter in transgenic Arabidopsis and cotton tissues.. Plant Science.
180(2011);323-332.

Hinchliffe, D.J., Meredith Jr, W.R., Yeater, K.M., Kim, H. 2010. Near-Isogenic Cotton Germplasm Lines that Differ
in Fiber-Bundle Strength have Temporal Differences in Fiber Gene Expression Pattern as Revealed by
Comparative High-Throughput Profiling. Theoretical and Applied Genetics. 120:1347-1366.

Xiao, J., Fang, D.D., Bhatti, M., Hendrix, B., Cantrell, R.G. 2009. A SNP Haplotype Associated with a gene
resistant to Xanthomonas axonopodis pv. malvacearum in Upland Cotton (Gossyium hirsutum L.). Molecular
Breeding.25(4):593-602

Fang, D.D., Xiao, J., Canci, P.C., Cantrell, R.G. 2009. A New SNP Haplotype associated with blue disease
resistance gene in cotton (Gossypium hirsutum L.). Journal of Theoretical and Applied Genetics. 120:943-953.

6602-21000-021-00D
GENETIC AND GENOMIC APPROACHES TO IMPROVE PEANUT AND CORN RESISTANCE TO DISEASE AND AFLATOXIN
CONTAMINATION — Baozhu Guo (P) and Brian Scully; Tifton, Georgia

Guo, B., Krakowsky, M.D., Ni, X., Scully, B.T., Lee, R., Coy, A., Widstrom, N.W. 2011. Registration of Maize
Inbred Line GT603. Journal of Plant Registrations. 5(2):211-214.
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Baozhu, G., Butron, A., Scully, B.T. 2010. Maize silk antibiotic polyphenol compounds and molecular genetic
improvement of resistance to corn earworm (Helicoverpa zea Boddie) in sh2 sweet corn. International Journal
of Plant Biology. 1:13-18.

Dang, P.M., Scully, B.T., Lamb, M.C., Guo, B.Z. 2010. Analysis and RT-PCR identification of viral sequences in
peanut (Arachis hypogaea L.) expressed sequence tags from different peanut tissues. Plant Pathology
Journal. 9:14-22.

Fountain, J.C., Chen, Z., Scully, B.T., Kemerait, R., Lee, R., Guo, B. 2010. Pathogenesis-related gene
expressions in different maize genotypes under drought stressed conditions.. African Journal of Plant Science.
Vol. 4(11), pp. 433-440.

Hong, Y., Chen, X,, Liang, X., Liu, H., Zhou, G., Li, S., Wen, S., Holbrook, C., Guo, B. 2010. A SSR-based
composite genetic linkage map for the cultivated peanut (Arachis hypogaea L.) genome. Biomed Central
(BMC) Plant Biology. 10:17.

Jiang, T., Wu, L., Gao, F., Guo, B. 2010. Genetic Linkage Maps of White Birchs (Betula platyphylla Suk. and B.
pendula Roth) based on RAPD and AFLP markers. Molecular Breeding. (2011)27:347-356.

Luo, M., Liu, J., Lee, D., Scully, B.T., Guo, B. 2010. Monitoring the Expression of Maize Genes in Developing
Kernels under Drought Stress using Oligo-microarray. Journal of Integrative Plant Biology. 52(12)1059-1074.

Guo, B., Chen, X., Hong, Y., Liang, X., Dang, P., Brenneman, T., Holbrook Jr., C., Culbreath, A. 2009. Analysis of
Gene Expression Profiles in Leaf Tissues of Cultivated Peanuts and Development of EST-SSR Markers and
Gene Discovery. International Journal of Plant Genomics. Atrticle ID 715605:14pp.

Liang, X., Chen, X., Hong, Y., Liu, H., Zhou, G., Li, S., Guo, B. 2009. Utility of EST-derived SSR in cultivated
peanut (Arachis hypogaea L.) and Arachis wild species. BMC Plant Biology. 9:35.

Guo, B., Yu, J., Holbrook Jr., C., Cleveland, T., Nierman, W.C., Scully, B. 2009. Strategies in Prevention of
Preharvest Aflatoxin Contamination in Peanuts: Aflatoxin Biosynthesis, Genetics and Genomics. Peanut
Science. 36:11-20.

Jiang, H.F., Ren, X.P., Liao, B.S., Huang, J.Q., Lei, Y., Chen, B.Y., Guo, B., Holbrook, C.C., Upadhyaya, H.D.
2008. Peanut core collection established in China and compared with ICRISAT mini core collection. Acta
Agronomica Sinica. 34(1):25-30.

Guo, B., Chen, X., Dang, P., Scully, B.T., Liang, X., Holbrook, C.C., Yu, J., Culbreath, A.K. 2008. Peanut gene
expression profiling in developing seeds at different reproduction stages during Aspergillus parasiticus
infection. BMC Developmental Biology. 8:12

Guo, B., Chen, Z., Lee R.D., Scully B. 2008. Drought Stress and Preharvest Aflatoxin Contamination in
Agricultural Commodity: Genetics, Genomics and Proteomics. Journal of Integrative Plant Biology.
50(10):1281-1291.

Guo, B., Liang, X., Chung, S., Holbrook, C.C., Maleki, S.J. 2008. Proteomic analysis of peanut seed storage
proteins and genetic variation in a potential peanut allergen. Protein & Peptide Letters. 15:567-577.

Guo, B.Z,, Liang, X., Chung, S.Y., Maleki, S.J. 2008. Proteomic screening points to the potential importance of
Ara h 3 basic subunit in allergenicity of peanut. Inflammation & Allergy - Drug Targets. 7(3):163-166

Luo, M., Liu, J., Lee, R.D., Guo, B. 2008. Characterization of gene expression profiles in developing kernels of
maize (Zea mays L.) inbred Tex6. Plant Breeding. 127:569-578.

Guo, B.Z., Widstrom, N.W., Lee, R.D., Coy, A.E., Lynch, R.E. 2007. Registration of maize germplasm GT601
(AM-1) and GT602 (AM-2). Journal of Plant Registrations. 1(2):153-154.

Liang, X.Q., Luo, M., Holbrook, C.C., Guo, B.Z. 2006. Storage protein profiles in Spanish and runner market type
peanuts and potential markers. BMC Plant Biology. 6:24.

6602-21000-022-00D
DEVELOPMENT OF IMPROVED PEANUT GERMPLASM AND RESISTANCE TO DISEASE AND NEMATODE PESTS — C.
Holbrook Jr (P); Tifton, Georgia

Girdthai, T., Jogloy, S., Kesmala, T., Vorasoot, N., Akkasaeng, C., Wongkaew, S., Holbrook Jr, C.C., Patanothai,
A. 2010. Relationship between root characteristics of peanut in hydroponics and pot studies. Crop Science.
50:159-167.

Nagy, E.D., Chu, Y., Guo, Y., Khanal, S., Tang, S., Li, Y., Dong, W.B., Timper, P., Taylor, C., Ozias-Akins, P.,
Holbrook Jr, C.C., Beilinson, V., Nielsen, N.C., Stalker, H., Knapp, S.J. 2010. Recombination is suppressed in
an alien introgression on chromosome 5A of peanut harboring Rma, a dominant root-knot nematode
resistance gene. Molecular Breeding. 26:357-370.

Chu, Y., Holbrook Jr, C.C., Ozias-Akins, P. 2009. Two alleles of ahFAD2B control the high oleic acid trait in
cultivated peanut. Crop Science. 49:2029-2036.

Dong, W.B., Brenneman, T.B., Holbrook Jr, C.C., Timper, P., Culbreath, A.K. 2009. The interaction between
Meloidogyne arenaria and Cylindrocladium parasiticum in runner peanut. Plant Pathology 58:71-79.

Holbrook Jr, C.C., Guo, B., Wilson, D.M., Timper, P. 2009. The U.S. breeding program to develop peanut with
drought tolerance and reduced aflatoxin contamination. Peanut Science. 36:50-53.
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Holbrook Jr, C.C., Ozias-Akins, P., Timper, P., Wilson, D.M., Cantonwine, E., Guo, B., Sullivan, D.G., Dong, W.
2009. Research from the Coastal Plain Experiment Station, Tifton, Georgia, to minimize contamination in
peanut. Toxin Reviews. 27:391-410.

Pimratch, S., Jogloy, S., Vorasoot, N., Toomsan, B., Kesmala, T., Patanothai, A., Holbrook Jr, C.C. 2009.
Heritability of N2 fixation traits, and phenotypic and genotypic correlations between N2 fixation traits with
drought resistance traits and yield in peanut under different water regimes. Crop Science 49:791-800.

Songsri, P., Jogloy, S., Holbrook Jr, C.C., Kesmala, T., Vorasoot, N., Akkasaeng, C., Patanothai, A. 2009.
Association of root, specific leaf area and SPAD chlorophyll meter reading to water use efficiency of peanut
under different available soil water. Agricultural Water Management 96:790-798.

Songsri, P., Jogloy, S., Kesmala, T., Vorasoot, N., Akkasaeng, C., Patanothai, A., Holbrook Jr, C.C. 2009.
Heritability of drought resistance traits and correlation of drought resistance and agronomic traits in peanut.
Crop Science. 48:2245-2253.

Songsri, P., Jogloy, S., Kesmala, T., Vorasoot, N., Akkasaeng, C., Patanothai, A., Holbrook Jr, C.C. 2009.
Response of reproductive characters of drought resistant peanut genotypes to drought. Asian Journal of Plant
Sciences. 7(5):427-439.

Songsri, P., Jogloy, S., Vorasoot, N., Akkasaeng, C., Patanothai, A., Holbrook Jr, C.C. 2009. Root distribution of
drought-resistant peanut genotypes in response to drought. Journal of Agronomy and Crop Science. 194:92-
103.

Stalker, H.T., Weissinger, A.K., Milla-Lewis, S., Holbrook Jr, C.C. 2009. Genomics: An evolving science in peanut.
Peanut Science. 36:2-10.

Dong, W.B., Brenneman, T.B., Holbrook Jr, C.C., Culbreath, A.K. 2008. Evaluation of resistance to
Cylindrocladium parasiticum in peanut in the greenhouse and in inoculated or naturally infested fields. Peanut
Science. 35:139-148.

Pimratch, S., Jogloy, S., Vorasoot, N., Toomsan, B., Patanothai, A., Holbrook Jr, C.C. 2008. Relationship
between biomass production and nitrogen fixation under drought stress conditions in peanut genoytpes with
different levels of drought resistance. Journal of Agronomy and Crop Science 194:15-24..

Cantonwine, E.G., Culbreath, A.K., Holbrook Jr, C.C., Gorbet, D.W. 2008. Disease Progress of Early Leaf Spot
and Components of Resistance to Cercospora Arachidicola and Cercosporidium Personatum in Runner-type
Peanut Cultivars. Peanut Science 35:1-10.

Dong, W.B., Holbrook Jr, C.C., Timper, P., Brenneman, T.B., Chu, Y., Ozias-Akins, P. 2008. Resistance in peanut
cultivars and breeding lines to three root-knot nematode species. Plant Disease 92:631-638.

Holbrook Jr, C.C., Culbreath, A.K. 2008. Registration of '‘Georganic' Peanut. Journal of Plant Registrations. 2:17.

Holbrook Jr, C.C., Timper, P., Culbreath, A.K. 2008. Registration of Peanut Germplasm Line TifGP-1 with
Resistance to the Root-knot Nematode and Tomato Spotted Wilt Virus. Journal of Plant Registrations 2:57.

Holbrook Jr, C.C., Timper, P., Culbreath, A.K., Kvien, C.K. 2008. Registration of 'Tifguard' Peanut. Journal of
Plant Registrations. 2:92-94.

Holbrook Jr, C.C., Timper, P., Dong, W., Kvien, C.K., Culbreath, A.K. 2008. Development of near isogenic peanut
lines with and without resistance to the peanut root-knot nematode. Crop Science 48:194-198.

Chu, Y., Holbrook Jr, C.C., Timper, P., Ozias-Akins, P. 2007. Development of a PCR-based Molecular Marker to
Select for Nematode Resistance in Peanut. Crop Sci. 47:841-845.

Chu, Y., Ramos, L., Holbrook Jr, C.C., Ozias-Akins, P. 2007. Frequency of a loss-of-function mutation in Oleoyl-
PC Desaturase (ahFAD2A) in the minicore of the U.S. peanut germplasm collection. Crop Science 47:2372-
2378.

Dong, W., Holbrook Jr, C.C., Timper, P., Brenneman, T.B., Mullinix, B.G. 2007. Effects of Inoculum Type,
Inoculum Level, Inoculation Date, and Assessment Date on Evaluating Resistance to Meloidogyne arenaria in
Peanut. J. of Nematology 39(2):169-175.

6602-21220-014-00D
GENETIC IMPROVEMENT OF MAIZE AND PEARL MILLET FOR RESISTANCE TO INSECTS AND AFLATOXIN — Jeffrey
Wilson (P), C Holbrooke Jr., and Xinzhi Ni; Tifton, Georgia

Park, Y., Gobel, C., Ni, X., Feussner, I., Kolomiets, M.V. 2010. Comparative molecular and biochemical
characterization of segmentally duplicated 9-lipoxygenase genes ZmLOX4 and ZmLOX5 of maize. Planta.
231:1425-1437.

Zhang, C., Luo, X., Ni, X., Zhang, Y., Li, X. 2010. Functional characterization of cis-acting elements mediating
flavone-inducible expression of CYP321A1. Insect Biochemistry and Molecular Biology.

Chen, Y., Ni, X., Buntin, G. 2009. Physiological, nutritional and biochemical bases of corn resistance to foliage-
feeding fall armyworm (Lepidoptera:noctuidae). Journal of Chemical Ecology 35:297-306.

Chen, Y., Ni, X., Cottrell, T.E., Wood, B.W., Buntin, G. 2009. Changes of oxidase and hydrolase activities in
pecan leaves elicited by black pecan aphid (Hemiptera: Aphididae) feeding. Journal of Economic Entomology
102:1262-1269.
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Maas, A., Ni, X. 2009. Inheritance of chinch bug resistance in grain pearl millet. Journal of Semi-Arid Tropical
(SAT) Agricultural Research 7. http://ejournal.icrisat.org/Volume7/Sorghum_Millets/PM703.pdf.

Macedo, T.B., Peterson, R.D., Weaver, D.K., Ni, X. 2009. Impact of Duraphis noxia (Mordvilko) and
Rhopalosiphum padi (L.) (Hemiptera: Aphididae) on primary physiology of four near-isogenic wheat lines.
Journal of Economic Entomology 102:412-421.

Ni, X., Wilson, J.P., Buntin, G. 2009. Differential responses of forage pearl millet genotypes to chinch bug
(Heteroptera:Blissidae) feeding. Journal of Economic Entomology. 102:1960-1969.

Ni, X., Da, K., Buntin, G., Brown, S.L. 2008. Physiological basis of fall armyworm (Lepidoptera: Noctuidae)
resistance in the seedlings of maize inbred lines with varying levels of silk maysin. Florida Entomologist
91:537-545.

Ni, X., Gunawan, G., Brown, S.L., Sumner, P.E., Buntin, G., Holbrook Jr, C.C., Lee, G., Streett, D.A., Throne,
J.E., Campbell, J.F. 2008. Insect-attracting and antimicrobial properties of antifreeze for monitoring storage
insect pests and natural enemies in stored corn. Journal of Economic Entomology. 101:631-636.

Ni, X., Krakowsky, M.D., Buntin, G., Rector, B.G., Guo, B., Snook, M.E. 2008. Identification of multiple ear-
colonizing insect and disease resistance in CIMMYT maize inbred lines with varying levels of silk maysin.
Journal of Economic Entomology. 101:1455-1465.

Ni, X., Wilson, J.P., Rajewski, J.A., Buntin, G.D., Dweikat, |.M. 2007. Field evaluation of pearl millet for chinch bug
(heteroptera:blissidae) resistance. Journal of Entomological Science. 42:467-480.

Ni, X., Xu, W., Krakowsky, M.D., Buntin, G.D., Brown, S.L., Lee, R.D., Coy, A.E. 2007. Field Screening of
Experimental Corn Hybrids and Inbred Lines for Multiple Ear-Feeding Insect Resistance. Journal of Economic
Entomology. 100(5):1704-1713.

6604-21000-003-00D
PHYSIOLOGICAL MECHANISMS THAT DETERMINE CROP RESPONSE TO IRRIGATION, DISEASE, AND PRODUCTION
PRACTICES — Charles Chen (P), Marshall Lamb, and Phat Dang; Dawson, Georgia

Rowland, D., Beasley, J., Faircloth, W.H. 2009. Genotypic patterns of peanut (Arachis hypogaea L.) phenology
and the inability of current irrigation scheduling methods to modify them. Peanut Science. v. 36 p 133-137.

Dang, P.M., Rowland, D., Faircloth, W.H. 2009. Comparison of ELISA and RT-PCR testing for Tomato spotted
wilt virus (TSWYV) infection in peanut. Peanut Science. v 36, p 133-137.

6606-21000-002-00D
STONE FRUIT BREEDING AND DEVELOPMENT — Thomas Beckman (P); Byron, Georgia

Okie, W.R. and B. Blackburn. 2011. Increasing chilling reduces heat requirement for floral budbreak in peach.
HortScience 46: 245-252.

Fan, S., Bielenberg, D., Zhebentyayeva, T., Reighard, G.L., Okie, W.R., Holland, D., Abbott, A. 2010. Mapping
guantitative trait loci associated with chilling requirement, heat requirement and bloom date in peach [Prunus
persica (L.) Batsch]. New Phytologist. 185(4):917-930.

Noratto, G., Cisneros-Zevallos, L., Byrne, D.H., Okie, W.R., Porter, W. 2009. Molecular mechanisms involved in
the inhibition of MDA-MB-435 breast cancer cells by phenolic acids from the red-flesh peach BYOOP6653.
Acta Horticulturae. 841:67-72.

Anderson, P.C., Mizell, lll, R.F., Brodbeck, B.V., Beckman, T.G., Krewer, G. 2008. Abundance and consumption
rate of glassy-winged sharpshooter (Hemiptera: Cicadellidae) on peaches and plums. Journal of
Entomological Science. 43(4):394-407.

Lea, M.A., Ibeh, C., Desbordes, C., Vizzotto, M., Cisneros-Zevallos, L., Byrne, D.H., Okie, W.R., Moyer, M.P.
2008. Inhibition of growth and induction of differentiation of colon cancer cells by peach and plum phenolic
compounds. Anticancer Research. 28(4B):2067-2076.

Wells, L., Wood, B.W. 2008. Foliar boron and nickel applications reduce water-stage fruit-split of pecan.
HortScience. 43(5):1437-1440.

Beckman, T.G. 2008. Nursery performance of peach seedling rootstocks. Journal of American Pomological
Society. 62(2):46-51.

Beckman, T.G., Chaparro, J.X., Sherman, W.B. 2008. 'Sharpe', a clonal plum rootstock for peach. HortScience.
43(7):2236-2237.

Beckman, T.G., Krewer, G.W., Chaparro, J.X., Sherman, W.B. 2008. Potential of non-melting flesh peaches for
the early season fresh market. Journal of American Pomological Society. 62(2):52-57.

Krewer, G.W., Beckman, T.G., Chaparro, J.X., Sherman, W.B. 2008. Gulfcrimson Peach. HortScience. 43:1596-
1597.

Okie, W.R., Layne, D.R. 2008. 'Early Augustprince' and 'Augustprince' Peaches. HortScience. 43(5):1600-1602.
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Okie, W.R., Layne, D.R. 2008. 'Scarletprince' and 'Julyprince' Peaches. HortScience. 43(5):1603-1605.

Okie, W.R., Reighard, G.L., Nyczepir, A.P. 2009. Importance of scion cultivar in peach tree short life. Journal of
American Pomological Society. 63:58-63.

Okie, W.R. 2006. Introgression of Prunus species in plum. New York State Fruit Quarterly. 14(1):29-37.

6607-21000-010-00D

CONSERVATION, CHARACTERIZATION, AND EVALUATION OF CROP GENETIC RESOURCES AND ASSOCIATED
INFORMATION — Gary Pederson (P), Ming Wang, John Morris, Roy Pittman, Melanie Harrison Dunn, and
Robert Jarret; Griffin, Georgia

Barkley, N.L., Wang, M.L., Pittman, R.N. 2011. A real-time PCR genotyping assay to detect FAD2A SNPs in
peanuts (Arachis hypogaea L.). Electronic Journal of Biotechnology. 14(1).

Gremillion, S.K., Culbreath, A.K., Gorbet, D.W., Mullinix Jr, B.G., Pittman, R.N., Stevenson, K.L., Todd, J.W.,
Escobar, R.E., Condori, M.M. 2011. Field evaluations of leaf spot resistance and yield in peanut genotypes in
the United States and Bolivia. Plant Disease. 95(3):263-268.

Morris, J.B. 2011. Morphological, Phenological, and Reproductive Trait Analysis for the Pasture Species, Siratro
[Macroptilium atropurpureum (DC.) Urb.]. Tropical Grasslands. 44/266-273.

Chen, X., Wang, M.L., Holbrook Jr, C.C., Culbreath, A., Liang, X., Brennenman, T., Guo, B. 2010. Identification
and characterization of a multigene family encoding germin-like proteins in cultivated peanut (Arachis
hypogaea L.). Plant Molecular Biology Reporter. DOI 10.1007/s11105-010-0237-6

Chen, Z., Wang, M.L., Barkley, N.L., Pittman, R.N. 2010. A Simple Allele-Specific PCR Assay for Detecting FAD2
Alleles in Both A and B Genomes of the Cultivated Peanut for High Oleate Trait Selection. Plant Molecular
Biology Reporter. 28:542-548.

Antonious, G.F., Snyder, J.C., Burke, T., Jarret, R.L. 2010. Screening Capsicum chinense fruits for heavy metals
bioaccumulation. Journal of Environmental Health. Part B 45:562-571.

Morris, J.B. 2010. Morphological and reproductive characterization of guar genetic resources regenerated in
Georgia, USA. Genetic Resources and Crop Evolution. 10.1007/s10722-010-9538-8.

Wang, M.L., Barkley, N.L., Chinnan, M., Stalker, T., Pittman, R.N. 2010. Oil content and fatty acid composition
variability in wild peanut species. Plant Genetic Resources. 8:232-234.

Wang, M.L., Morris, J.B., Pinnow, D.L., Davis, J., Raymer, P., Pederson, G.A. 2010. A survey of the castor oll
content, seed weight and seed-coat colour on the United States Department of Agriculture germplasm
collection.. Plant Genetic Resources: Characterization and Utilization. 8:229-231.

Antonious, G., Berke, T., Jarret, R.L. Pungency in Capsicum Chinense: Variation Among Countries of Origin.
2009 Journal of Environmental Science and Health. 44(B)(2): 179-184.

Antonious, G.F., Berke, T., Jarret, R.L. 2009. Antioxidants in Capsicum chinense: Variation among countries of
origin. Journal of Environmental Science and Health. DOI: 10.1080/03601230903000727 44(B):621-626

Barkley, N.L., Chamberlin, K.D., Wang, M.L., Pittman, R.N. 2009. Development of a real-time PCR genotyping
assay to identify high oleic acid peanuts (Arachis hypogaea L.). Molecular Breeding. DOI 10.1007/s11032-
009-9338-z 25(3):541-548.

Barkley, N.L., Pinnow, D.L., Wang, M.L., Pederson, G.A. 2009. First Report of Tomato Spotted Wilt Virus Infecting
African Clover (Trifolium tembense) in Georgia. Plant Disease. 93(2):202.

Morris, J.B. 2009. Characterization of Medicinal Senna genetic resources. Plant Genetic Resources:
Characterization and Utilization.DOI: 10.1017/s1479262109344111 7(3):257-259.

Morris, J.B. 2009. Characterization of sesame (Sesamum indicum L.) germplasm regenerated in Georgia, U.S.A..
Genetic Resources and Crop Evolution. DOI 10.1007/S10722-009-9411-9.

Morris, J.B. 2009. Morphological and reproductive characterization in Hyacinth bean, Lablab purpureus (L) Sweet
germplasm with clinically proven nutraceutical and pharmaceutical traits for use as a medicinal food. Journal
of Dietary Supplement. DOI: 10.1080/19390210909070830 6(3):263-279

Naeem, M., Khan, M., Morris, J.B. 2009. Agrobotanical attributes, nitrogen-fixation, enzyme activities and
nutraceuticals and tyrosinase enzyme of hyacinth bean (Lablab purpureus L.) - a bio-functional medicinal
legume.. American Journal of Plant Physiology. 4:58-69.

Singh, S., Jarret, R.L., Russo, V.M., Shimkus, J.M., Majetich, G., Bushway, R., Perkins, L.B. 2009. Determination
of capsinoids by HPLC-DAD in Capsicum ssp. Part |. Journal of Agricultural and Food Chemistry.
DO0I.10.1021/jf8040287

Wang, M., Barkley, N.A., Jenkins, T.M. 2009. Microsatellite Markers in Plants and Insects Part I:Applications of
Biotechnology. Genes, Genomes, and Genomics. 3(1):54-67.

Wang, M.L., Chen, C.Y., Davis, J., Guo, B., Stalker, T., Pittman, R.N. 2009. Assessment of Oil content and fatty
acid composition variability in different peanut subspecies and botanical varieties. Plant Genetic Resources.
doi: 10.1017/S1479262109990177. 8:71-73

108



ARS NP301 ACCOMPLISHMENT REPORT — 2006-2011: APPENDIX 2 — RESEARCH PUBLICATIONS

Wang, M.L., Pinnow, D.L., Barkley, N.L., Pittman, R.N. 2009. Plant Resistance to TSWV and Seed Accumulation
of Resveratrol within Peanut Germplasm and Its Wild Relatives in the US Collection. Plant Pathology Journal
ISSN 1812-5387 . 8(2):53-61.

Wang, M.L., Zhu, C., Barkley, N.L., Chen, Z., Erpelding, J.E., Murray, S., Tesso, T., Pederson, G.A., Yu, J. 2009.
Genetic Diversity and Population Structure Analysis of Accessions in the US Historic Sweet Sorghum
Collection. Theoretical and Applied Genetics. Online DOI 10.1007/s00122-009-1155-6. 120:13-23.

Zhenbang, C., Wang, M.L., Waltz, C., Raymer, P. 2009. Genetic Diversity of Warm-Season Turfgrass: Seashore
Paspalum, Bermudagrass, and Zoysiagrass Revealed by AFLPs. FLORICULTURE, ORNAMENTAL AND
PLANT BIOTECHNOLOGY. Online ISSN 1749-0308 3:1 p.20-24.

Barkley, N.L., Krueger, R., Federici, C.T., Roose, M.L. 2009. What phylogeny and gene genealogy analyses
reveal about homoplasy in citrus microsatellite alleles. Plant Systematics and Evolution. 282:71-86

Jarret, R.L., Berke, T., Baldwin, E.A., Antonious, G. 2009. Variability for Free Sugars and Organic Acids in
Capsicum Chinense Jacq.. Chemistry and Biodiversity. 6(2):138-145.

Wang, M.L., Jorge, M., Morris, J.B., Zhenbang, C., Barkley, N.L., Pederson, G.A.Evaluation of Lespedeza
Germplasm Genetic Diversity and Its Phylogenetic Relationship with the Genus Kummerowia. Conservation
Genetics: 10:79-85. 2009 DOI 10.1007/s10592-008-9524-2

Dida, M., Wanyera, N., Harrison Dunn, M.L., Bennetzen, J., Devos, K. 2008. Population Structure and Diversity in
Finger Millet (Eleusine coracana) Germplasm.. Tropical Plant Biology 1: 131-141.

Jarret, R.L. 2008. DNA Barcoding in a Crop Genebank: Resolving the Capsicum annuum Species Complex.. The
Open Biology Journal. 1:35-42.

Wang, M.L., Barkley, N.L., Gillaspie, A.G., Pederson, G.A. 2008. Phylogenetic relationships and genetic diversity
of the USDA Vigna germplasm collection revealed by gene-derived markers and sequencing.. Genetical
Research. 90(6):467-480.

Wang, M.L., Pittman, R.N. 2008. Resveratrol Content in Seeds of Peanut Germlasm Quantified by HPLC.. Plant
Genetic Resources: Characterization and Utilization. 7(1) 80-83 (2008).

Barkley, N.L., Wang, M.L. 2008. Application of TILLING and EcoTILLING as Reverse Genetic Approaches to
Elucidate the Function of Genes in Plants and Animals. Current Genomics. 9(4):212-226.

Barkley, N.L., Wang, M.L., Gillaspie Jr, A.G., Dean, R.E., Pederson, G.A., Jenkins, T.M. 2008. Discovering and
Verifying DNA Polymorphism in a Mung Bean [V. radiata (L). R. Wilczek] Collection by Ecotilling and
Sequencing. Biomed Central (BMC) Notes 1:28.

Jarret, R.L., Berke, T. 2008. Variation for Fruit Morphological Characteristics within a Germplasm Collection of
Capsicum Chinense Jacq.. HortScience. 43:1694-1697.

Jarret, R.L., Gillaspie Jr, A.G., Barkley, N.L., Pinnow, D.L. 2008. The Occurrence and Control of Pepper Mild
Mottle Virus in the USDA/ARS Capsicum Germplasm Collection. Seed Technology Journal. 30(1):26-36.

Morris, J.B. 2008. Characterization of regenerated butterfly pea (Clitoria ternatea L.) accessions for
morphological, phenology, reproductive and potential nutraceutical, pharmaceutical trait utilization.. Genetic
Resources and Crop Evolution. 56:421-427

Morris, J.B. 2008. Macrotyloma Axillare and M. uniflorum: Descriptor Analysis, Anthocyanin Indexes, and
Potential Uses. Genetic Resources and Crop Evolution 55: 5-8.

Morris, J.B. 2008. Rhynchosia minima (l.) dc. - regeneration, characterization and potential uses for natural
products and flavonoids. Plant Genetic Resources Newsletter. 153:15-19

Williamson, K.S., Morris, J.B., Pye, Q.N., Kamat, C.D., Hensley, K. 2008. A survey of sesamin and composition of
tocopherol variability from seeds of 11 diverse sesame (sesamum indicum |.) genotypes using hplc-pda-ecd.
Phytochemical Analysis 19: 311-322.

Fu, Y.B., Chong, J., Fetch, T., Wang, M.L. 2007. Microsatellite Variation in Avena Sterilis Oat Germplasm.
Theoretical and Applied Genetics. Theoretical Applied Genetics (2007) 114:1029-1038

Gillaspie Jr, A.G. 2007. Attempts to Improve the Method of Screening Cowpea Germplasm for Resistance to
Cucumber Mosaic Virus and Blackeye Cowpea Mosaic Virus. Plant Pathology Journal.6(2):202-205.

Jarret, R.L. 2007. Morphological Variation for Fruit Characteristics in the USDA/ARS Capsicum Baccatum L.
Germplasm Collection. HortScience 42: 1303-1305.

Wang, M.L., Morris, J.B., Barkley, N.L., Dean, R., Jenkins, T., Pederson, G.A. 2007. Evaluation of Genetic
Diversity of the USDA Lablab Purpureus Germplasm Collection Using Simple Sequence Repeat Markers.
Journal of Horticultural Science and Biotechnology. 82:571-578.

Wang, M.L., Pinnow, D.L., Pittman, R.N. 2007. Preliminary Screening of Peanut Germplasm in the U.S. Collection
for TSWV Resistance and High Flavonoid Content. Plant Pathology Journal. 6(3): 219-226.

Gillaspie Jr, A.G., Barkley, N.L., Morris, J.B. 2006. An unusual strain of alfalfa mosaic virus detected in crotalaria
spp. germplasm in georgia. Plant Pathology Journal 5(3): 397-400.

Jarret, R.L., Antonious, G., Kochhar, T.S., Snyder, J.C. 2006. Antioxidants in Hot Pepper: Variation Among
Accessions. Journal of Environmental Science and Health, Part B. 41:1237-1243.

109



ARS NP301 ACCOMPLISHMENT REPORT — 2006-2011: APPENDIX 2 — RESEARCH PUBLICATIONS

6615-21000-010-00D
FUNCTIONAL GENOMICS OF AGRONOMIC TRAITS IN DEVELOPING SEED AND POLLEN IN MAIZE AND SORGHUM —
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GENETIC IMPROVEMENT OF SOUTHERNPEAS AND PEPPERS — Richard Fery (P); Charleston, South Carolina

Fery, R.L., Thies, J.A. 2011. ‘Truhart-NR’, A Root-knot Nematode Resistant, Pimento-type Pepper. HortScience.
46(5):815-816.

Fery, R.L., Thies, J.A. 2011. PA-566, A Root-knot Nematode Resistant, Pimento-type Pepper. HortScience.
46(4):668-669.

Fery, R.L., Thies, J.A. 2010. PA-559, a Root-knot Nematode Resistant, Red-fruited, Habanero-type Pepper.
HortScience. 45(5):822-823.

Fery, R.L. 2009. ‘WhiteAcre-DG’, a Small-seeded, Cream-type Southernpea with an Enhanced Persistent Green
Seed Phenotype. HortScience. 44(5):1472-1473.

Fery, R.L. 2009. ‘ZipperCream-GC’, a Large-seeded, Cream-type Southernpea with a Green Cotyledon
Phenotype. HortScience. 44(5):1474-1475.

Fery, R.L. 2007. ‘GreenPack-DG’, a Pinkeye-type Southernpea with an Enhanced Persistent Green Seed
Phenotype. HortScience 42:692-693.

Fery, R.L., Buckley, B., Marsh, D.B. 2007. 'WhipperSnapper', a Dual-purpose Southernpea for the Production of
Both Snaps and Fresh-shell Peas. HortScience 42:1297-1298.

Fery, R.L., Thies, J.A. 2007. 'TigerPaw-NR', a Root-Knot Nematode Resistant, Habanero-type Pepper.
HortScience. 42(7):1721-1722.

6659-21000-017-00D
GENETICS AND GENETIC IMPROVEMENT OF DISEASE RESISTANCE AND QUALITY TRAITS IN WATERMELON,
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ARS Variety and Germplasm Public Releases*

545 Total Releases

Cucurbits (11 Releases) Oil Crops (65 Releases)

Fiber Crops (41 Releases) Small Fruit Crops (29 Releases)
Floriculture and Nursery Crops (25 Releases) Sugar Crops (52 Releases)
Forage Crops (46 Releases) Tree Fruits (28 Releases)

Grain Crops (128 Releases) Tree Nuts (4 Releases)
Legumes (47 Releases) Vegetables (69 Releases)

CUCURBITS (11 Releases)

Cucumber:

Cucumber:

Cucumber:

Cucumber:

EOM 402-10 High B-Carotene Cucumber, released by ARS scientists in Logan, Utah,
FY 2011

European Long Greenhouse Cucumber Inbred Backcross Line Population, released by
ARS scientists in Logan, Utah, FY 2011

USDA, ARS Beit Alpha Cucumber Inbred Backcross Line Population, released by ARS
scientists in Logan, Utah, FY 2011

USDA, ARS Cucumis Hystrix-Derived U.S. Processing Cucumber Inbred Backcross
Line Population, released by ARS scientists in Logan, Utah, FY 2011

Melon: USDA 846-1 Fractal Melon, released by ARS scientists in Logan, Utah, FY 2010

Watermelon:

Watermelon:

Watermelon:
Watermelon:
Watermelon:

Watermelon:

P1525088-PMR: A Watermelon Line Useful for Introducing Race 1 Powdery Mildew
Resistance into Watermelon Lines, released by ARS scientists in Lane, Oklahoma,
FY 2006

USVL-220, Watermelon, released by ARS scientists in Charleston, South Carolina,
FY 2006

LSW-177, Watermelon, released by ARS scientists in Lane, Oklahoma, FY 2007
LSW-194, Watermelon, released by ARS scientists in Lane, Oklahoma, FY 2007
MSW-28, Watermelon, released by ARS scientists in Lane, Oklahoma, FY 2007

USVL-230 Watermelon, released by ARS scientists in Charleston, South Carolina,
FY 2009

* A number of these Releases are collaboratively released with our University and Industry partners
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FIBER CROPS (41 Releases)

Cotton: SJ-U86, one upland cotton germplasm line, released by ARS scientists in Shafter,
California, FY 2006

Cotton: NMRIL recombinant inbred line population of upland cotton, released by ARS scientists in
Maricopa, Arizona, FY 2006

Cotton: MS-01RKN, MS-24RKN, MS-30RKN, MS-33RKN, MS-35RKN, and MS-37RKN, root-knot
nematode resistant upland cotton germplasm lines, released by ARS scientists in
Mississippi State, Mississippi, FY 2006

Cotton: Lonren-1, Cotton, released by ARS scientists in College Station, Texas, FY 2007
Cotton: Lonren-2, Cotton, released by ARS scientists in College Station, Texas, FY 2007

Cotton: RMUP-C5, Random Mated Population of Upland Cotton Germplasm, released by ARS
scientists in Mississippi State, Mississippi, FY 2007

Cotton: PD 98066 and PD 99035, Cotton, released by ARS scientists in Florence, South Carolina,
FY 2007

Cotton: SJ-07P-FRO01, SJ-07P-FR02,SJ-07P-FR03, and SJ-07P-FRO04, released by ARS scientists
in Shafter, California, FY 2007

Cotton: SP156, SP177, SP179, SP205, SP225, released by ARS scientists in Stoneville,
Mississippi, FY 2008

Cotton: PSI 425 and PSI 113 Pima Cotton, released by ARS scientists in College Station, Texas,
FY 2008

Cotton: JC Cotton, released by ARS scientists in Stoneville, Mississippi, FY 2009

Cotton: SCM3-4-3, SCM3-7-3, RM3-8-1, EM4-3-1,Cotton, released by ARS scientists in Stoneville,
Mississippi, FY 2009

Cotton: CRB 252 Upland Cotton, released by ARS scientists in College Station, Texas, FY 2009

Cotton: GVS1, GVS2, GVS3, GVS4, GVS5, Upland Cotton, released by ARS scientists in
Stoneville, Mississippi, FY 2009

Cotton: MT2468 REN1, MT2468 REN2, and MT2468 RENS3, released by ARS scientists in
Mississippi State, Mississippi, FY 2009

Cotton: MD9NE, MD25, Cotton, released by ARS scientists in Stoneville, Mississippi, FY 2010
Cotton: GA 120R1B3 Germplasm Line of Cotton, released by ARS scientists in Tifton, Georgia, FY 2010

FLORICULTURE AND NURSERY CROPS (25 Releases)
Beautyberry: Duet, Beautyberry, released by ARS scientists in Washington, DC, FY 2006
Black Chokeberry: McKenzie, released by ARS scientists in Bismarck, North Dakota, FY 2008
Camellia: Anacostia, Camellia, released by ARS scientists in Washington, DC, FY 2010

Chinese Hibiscus: USS Arizona, Chinese Hibiscus, released by ARS scientists in Poplarville,
Mississippi, FY 2010

Chinese Hibiscus: USS California, Chinese Hibiscus, released by ARS scientists in Poplarville,
Mississippi, FY 2010

Damiana: Luisa, Damiana, released by ARS scientists in Miami, Florida, FY 2011
Fringe Flower: Snow Panda, Fringe Flower, released by ARS scientists in Washington, DC, FY 2011
Hackberry: Prairie Harvest, released by ARS scientists in Bismarck, North Dakota, FY 2009

2
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Halberd-Leaved Rose Mallow: Lufkin White, Halberd-Leaved Rose Mallow, Ornamental Hibiscus,
released by ARS scientists in Poplarville, Mississippi, FY 2011

Halberd-Leaved Rose Mallow: Lufkin Red Hibiscus, Halberd-Leaved Rose Mallow, Ornamental
Hibiscus, released by ARS scientists in Poplarville, Mississippi, FY 2011

Hibiscus: Sahara Sunset Red Leaf Hibiscus, released by ARS scientists in Poplarville, Mississippi,
FY 2008

Japanese Snowbell: Japanese Snowbell (NA 71587) 'Spring Showers,’ released by ARS scientists
in McMinnville, Tennessee, FY 2010

Lilac: Old Glory, Lilac, released by ARS scientists in Washington, DC, FY 2006
Lilac: Declaration, Lilac, released by ARS scientists in Washington, DC, FY 2006

Oakleaf Hydrangea: Ruby Slippers, Oakleaf Hydrangea, released by ARS scientists in
McMinnville, Tennessee, FY 2010

Oakleaf Hydrangea: Muchkin, Oakleaf Hydrangea, released by ARS scientists in McMinnville,
Tennessee, FY 2010

‘Ohelo Berry: Nene (N06-6) 'Ohelo Berry, released by ARS scientists in, Hilo, Hawaii, FY 2008
‘Ohelo Berry: Kilauea (NO6-7) 'Ohelo Berry, released by ARS scientists in Hilo, Hawaii, FY 2008
‘Ohelo Berry: Red Button (N06-9) '‘Ohelo Berry, released by ARS scientists in Hilo, Hawaii, FY 2008

Ornamental Ginger: Ramata, Ornamental Ginger, released by ARS scientists in Poplarville,
Mississippi, FY 2010

Petunia: USNA-76202, Petunia, released by ARS scientists in Washington, DC, FY 2007
Tecoma: Tangelo, Tecoma, released by ARS scientists in Miami, Florida, FY 2008
Tecoma: Miami Sunrise, Tecoma, released by ARS scientists in Miami, Florida, FY 2008
Tecoma: Miami Sunset, Tecoma, released by ARS scientists in Miami, Florida, FY 2008
Viburnum: Nantucket, released by ARS scientists in Washington, DC, FY 2008

FORAGE CROPS (43 Releases)
Alfalfa: IAFAL-C3, Yellow Flowered Alfalfa, released by ARS scientists in Madison, Wisconsin, FY 2007
Alfalfa: Falcata, Alfalfa, released by ARS scientists in Logan, Utah, FY 2008
Bahiagrass: Tifquik, Bahiagrass germplasm, released by ARS scientists in Tifton, Georgia, FY 2006
Bahiagrass: T18 and T23, Bahiagrass, released by ARS scientists in Tifton, Georgia, FY 2007
Basalt Milkvetch: NBR-1 Germplasm, released by ARS scientists in Logan, Utah, FY 2008
Basin Wildrye: Continental, Basin Wildrye, released by ARS scientists in Logan, Utah, FY 2008
Birdsfoot Trefoil: Witt, Birdsfoot Trefoil, released by ARS scientists in Madison, Wisconsin, FY 2007
Bottlebrush Squirreltail: Rattlesnake Germplasm, released by ARS scientists in Logan, Utah, FY 2006

Bottlebrush Squirreltail: Antelope Creek, Bottlebrush Squirreltail, released by ARS scientists in
Logan, Utah, FY 2009

Bottlebrush Squirreltail: Pleasant Valley, Bottlebrush Squirreltail, released by ARS scientists in
Logan, Utah, FY 2009

Crested Wheatgrass: Hycrest I, Crested Wheatgrass, released by ARS scientists in Logan, Utah,
FY 2008
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Crested Wheatgrass: Vavilov Il, Crested Wheatgrass, released by ARS scientists in Logan, Utah,
FY 2008

Dallisgrass: Sabine Dallisgrass, released by ARS scientists in College Station, Texas, FY 2008
Eastern Gamagrass: Meadowcrest, released by ARS scientists in Woodward, Oklahoma, FY 2006

Forage Soybean: Greencastle Forage Soybean, released by ARS scientists in Beltsville, Maryland,
FY 2008

Green Needlegrass: Fowler Germplasm, Green Needlegrass, released by ARS scientists in Logan,
Utah, FY 2006

Hairy Vetch: Purple Bounty, Hairy Vetch, released by ARS scientists in Beltsville, Maryland, FY 2006
Hairy Vetch: Purple Prosperity, Hairy Vetch, released by ARS scientists in Beltsville, Maryland, FY 2008
Indian Ricegrass: White River Germplasm, released by ARS scientists in Logan, Utah, FY 2006
Indiangrass: Warrior Indiangrass, released by ARS scientists in Lincoln, Nebraska, FY 2008
Indiangrass: Scout Indiangrass, released by ARS scientists in Lincoln, Nebraska, FY 2008
Indiangrass: Chief Indiangrass, released by ARS scientists in Lincoln, Nebraska, FY 2008

Kura Clover: Kural, Kura Clover, released by ARS scientists in Madison, Wisconsin, FY 2006

Ryegrass: Floregon Italian Ryegrass (Lolium multiflorum) with resistance to Crown Rust, released
by ARS scientists in Corvallis, Oregon, FY 2006

Shattercane: N614, A3N615, N616, N617, Shattercane, released by ARS scientists in Lincoln,
Nebraska, FY 2011

Snake River Wheatgrass: Discovery, Snake River Wheatgrass, released by ARS scientists in
Logan, Utah, FY 2008

Switchgrass: Bomaster, Switchgrass, released by ARS scientists in Raleigh, North Carolina, FY 2006
Switchgrass: Performer, Switchgrass, released by ARS scientists in Raleigh, North Carolina, FY 2006
Switchgrass: Tem-Lodorm, Switchgrass, released by ARS scientists in College Station, Texas, FY 2007
Switchgrass: Colony, released by ARS scientists in Raleigh, North Carolina, FY 2009

Switchgrass: ALB280 and ALB5B, Switchgrass, released by ARS scientists in Albany, California, FY 2010
Western Prairie Clover: Majestic Germplasm, released by ARS scientists in Logan, Utah, FY 2010
Western Prairie Clover: Spectrum Germplasm, released by ARS scientists in Logan, Utah, FY 2010
Wheatgrass: Slender Wheatgrass (Firststrike), released by ARS scientists in Logan, Utah, FY 2006

Wheatgrass: DGE-1, Durum / Wheatgrass Disomic Addition Line, released by ARS scientists in
Fargo, North Dakota, FY 2006

Wheatgrass: Manifest Intermediate Wheatgrass, released by ARS scientists in Fort Collins,
Colorado, FY 2007

Wheatgrass: Recovery Western Wheatgrass, released by ARS scientists in Logan, Utah, FY 2009
Wildrye: Homestead Canada Wildrye, released by ARS scientists in Lincoln, Nebraska, FY 2006

GRAIN CROPS (131 Releases)

Barley: Sidney and Stoneham, Russian Wheat Aphid-Resistant Two-Rowed Drought Hardy Spring
Feed Barley Varieties, released by ARS scientists in Stillwater, Oklahoma, FY 2006

Barley: Herald Barley, released by ARS scientists in Aberdeen, Idaho, FY 2006
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Barley: STARS 0601B, STARS 0602B, STARS 0603B, STARS 0604B, STARS 0605B, STARS

0606B, STARS 0607B, STARS 0608B, STARS 0609B, STARS 0610B, STARS 0611B,
STARS 0612B, STARS 0613B, STARS 0614B, STARS 0615B, STARS 0616B, STARS
0617B, STARS 0618B, and STARS 0619B, nineteen spring, 6-rowed, malting barley
germplasm, released by ARS scientists in Stillwater, Oklahoma, FY 2006

Barley: STARS 0620B, STARS 0621B, STARS 0622B, STARS 0623B, STARS 0624B, STARS

0625B, STARS 0626B, STARS 0627B, STARS 0628B, STARS 0629B, STARS 0630B,
STARS 0631B, STARS 0632B, STARS 0633B, STARS 0634B, STARS 0635B, and STARS
0636B seventeen spring, 2-rowed, malting barley germplasm, released by ARS scientists in
Stillwater, Oklahoma, FY 2006

Barley: STARS 0637B, STARS 0638B, STARS 0639B, STARS 0640B, STARS 0641B, STARS

0642B, and STARS 0643B, seven spring, 2-rowed, feed barley germplasm, released by
ARS scientists in Stillwater, Oklahoma, FY 2006

Barley: Tetonia, Barley, released by ARS scientists in Aberdeen, Idaho, FY 2007

Barley: A Set of Four Low-Phytate and Wild Type Sib Pairs, released by ARS scientists in

Aberdeen, Idaho, FY 2007

Barley: 95SR316A Barley, released by ARS scientists in Aberdeen, Idaho, FY 2007
Barley: RWA 1758, released by ARS scientists in Aberdeen, Idaho, FY 2007
Barley: Clearwater, released by ARS scientists in Aberdeen, Idaho, FY 2007
Barley: Lenetah, released by ARS scientists in Aberdeen, Idaho, FY 2008

Barley: Endeavor Barley, released by ARS scientists in Aberdeen, Idaho, FY 2009
Barley: LP1-2581; LP640-1304; LP3-1159; LP1-2163H, Barley, released by ARS scientists in

Aberdeen, Idaho, FY 2010

Barley: 03AH3054-51, Barley, released by ARS scientists in Aberdeen, Idaho, FY 2010
Barley: 03AH6561-94, Barley, released by ARS scientists in Aberdeen, Idaho, FY 2010
Barley: STARS 1006B, STARS 1007B, STARS 1008B, STARS 1009B, STARS 1010B, STARS

Corn:

Corn:

Corn:
Hop:
Hop:
Hop:
Rice:
Rice:

Rice:

Rice:
Rice:

Rice:

1011B, STARS 1012B, and STARS 1013B, eight winter, six-rowed, feed barley (Hordeum
vulgare L.) germplasm lines, released by ARS scientists in Stillwater, Oklahoma, FY 2010

CRW3(S1)CS6, released by ARS scientists in Columbia, Missouri, FY 2007

TZAR101, 102, 103, 104, 105, 105, Corn, released by ARS scientists in New Orleans,
Louisiana, FY 2008

MP 718 and MP 719, released by ARS scientists in Mississippi State, Mississippi, FY 2011
Teamaker, Hop, released by ARS scientists in Corvallis, Oregon, FY 2006

Kazak 2000, Hop, released by ARS scientists in Corvallis, Oregon, FY 2008

Mt. Rainier, Hop, released by ARS scientists in Corvallis, Oregon, FY 2009

Indica-14 and -15 Rice, released by ARS scientists in Stuttgart, Arkansas, FY 2006
Indica-16,-17,-18 Rice, released by ARS scientists in Stuttgart, Arkansas, FY 2007

M-202/IR50 (MI) Recombinant Inbred Mapping Populations, released by ARS scientists in
Davis, CA, FY 2006

TIL:455, Rice, released by ARS scientists in Beaumont, Texas, FY 2006
TIL:514, Rice, released by ARS scientists in Beaumont, Texas, FY 2006
TIL:642, Rice, released by ARS scientists in Beaumont, Texas, FY 2006
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Rice:
Rice:
Rice:
Rice:
Rice:
Rice:
Rice:
Rice:
Rice:
Rice:
Rice:

Rice:

RU9101001/KATY, released by ARS scientists in Stuttgart, Arkansas, FY 2007
Deletion Mutant Population of Katy Rice, released by ARS scientists in Stuttgart, Arkansas, FY 2007
Presidio Rice, released by ARS scientists in Stuttgart, Arkansas, FY 2008
Deltabelle Rice, released by ARS scientists in Stuttgart, Arkansas, FY 2009
Rondo Rice, released by ARS scientists in Stuttgart, Arkansas, FY 2009

JES Rice, released by ARS scientists in Stuttgart, Arkansas, FY 2009

RIL103, Rice, released by ARS scientists in Stuttgart, Arkansas, FY 2010
RIL158, Rice, released by ARS scientists in Stuttgart, Arkansas, FY 2010
RIL186, Rice, released by ARS scientists in Stuttgart, Arkansas, FY 2010
RIL220, Rice, released by ARS scientists in Stuttgart, Arkansas, FY 2010
RIL221, Rice, released by ARS scientists in Stuttgart, Arkansas, FY 2010
M-105, Rice Cultivar, released by ARS scientists in Davis, California, FY 2011

Sorghum: Sorghum Genetic Stocks: BN611, A/BN612, RN613, released by ARS scientists in

Lincoln, Nebraska, FY 2007

Spring Oat: Maverick, Spring Oat, released by ARS scientists in Aberdeen, Idaho, FY 2006

Spring Oat: Monico, Spring Oat, released by ARS scientists in Aberdeen, Idaho, FY 2006

Waxy Proso Millet: Plateau, released by ARS scientists in Lincoln, Nebraska, FY 2009

Wheat

Wheat:
Wheat:
Wheat:
Wheat:
Wheat:
Wheat:

Wheat:
Wheat:
Wheat:
Wheat:
Wheat:
Wheat:

Wheat:

Wheat:
Wheat:

Wheat:

: ARS15144 and ARS14142, Hard Red Winter Wheat, released by ARS scientists in Pullman,
Washington, FY 2008

Appalachian White, Wheat, released by ARS scientists in Raleigh, North Carolina, FY 2009
Camelot, Winter Wheat, released by ARS scientists in Lincoln, Nebraska, FY 2008

Cara, Wheat, released by ARS scientists in Pullman, Washington, FY 2008

Centerfield, Wheat, released by ARS scientists in Stillwater, Oklahoma, FY 2007

Duster, Wheat, released by ARS scientists in Stillwater, Oklahoma, FY 2007

Hard Kernel Puroindoline Allele Near-Isogenic Line (NIL), released by ARS scientists in
Pullman, Washington, FY 2007

Mace Hard Red Winter Wheat Cultivar, released by ARS scientists in Lincoln, Nebraska, FY 2008
NEO01481, Hard Red Winter Wheat, released by ARS scientists in Lincoln, Nebraska, FY 2010
NEO01643, Hard Red Winter Wheat, released by ARS scientists in Lincoln, Nebraska, FY 2007
NH03614 CL, Winter Wheat, released by ARS scientists in Lincoln, Nebraska, FY 2008

NI04421, Hard Red Winter Wheat, released by ARS scientists in Lincoln, Nebraska, FY 2010

Anton Hard White Winter Wheat Cultivar, released by ARS scientists in Lincoln, Nebraska,
FY 2008

Oregon Feed Wheat #5, Winter Wheat, released by ARS scientists in Pullman, Washington,
FY 2008

Stars 0601W Wheat, released by ARS scientists in Stillwater, Oklahoma, FY 2007

WQL7CENTL; WQL7CENTH; WQL8AWSL; WQL8DAWSH, Wheat Genetic Stocks,
released by ARS scientists in Pullman, Washington, FY 2010

Nueast, Wheat, released by ARS scientists in Raleigh, North Carolina, FY 2009
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Wheat: Waxy-Pen, Wheat, released by ARS scientists in Pullman, Washington, FY 2006

LEGUMES (47 Releases)
Black Bean: TARS-MST1 and SB-DT1, Multiple-Stress Tolerant Black Bean Germplasm, released
by ARS scientists in Mayaguez, Puerto Rico, FY 2011
Chickpea: Dylan, released by ARS scientists in Pullman, Washington, FY 2006
Chickpea: Sawyer Chickpea, released by ARS scientists in Pullman, Washington, FY 2008
Chickpea: CA0469C025C, Chickpea, released by ARS scientists in Pullman, Washington, FY 2010

Common Bean: ABC Weihing, Common Bacterial Blight, Rust and Mosaic Resistant, Semi-Upright,
High Seed Quality Great Northern Bean Germplasm Line, released by ARS
scientists in Lincoln, Nebraska, FY 2007

Common Bean: Verano Common Bean, released by ARS scientists in Mayaguez, Puerto Rico, FY 2008

Common Bean: NE1-06-12 Great Northern Common Bean, released by ARS scientists in Lincoln,
Nebraska, FY 2008

Common Bean: Badillo, Common Bean, released by ARS scientists in Mayaguez, Puerto Rico, FY 2009

Common Bean: TARS-HT1 and TARS-HT2 Common Bean Germplasm Lines, released by ARS
scientists in Mayaguez, Puerto Rico, FY 2010

Common Bean: PR0401-259 and PR0650-31, released by ARS scientists in Mayaguez, Puerto
Rico, FY 2011

Common Bean: TARS MST1, TARS-MST2, TARS-MST3 and SB-DT1, released by ARS scientists
in Mayaguez, Puerto Rico, FY 2010

Common Bean/Dry Bean: USPT-CBB-5 and USPT-CBB-6,released by ARS scientists in Prossetr,
Washington, FY 2006

Cowpea: Zippercream-GC, Southernpea (Cowea), released by ARS scientists in Charleston, South
Carolina, FY 2008

Cowpea: Whiteacre-DG, SouthernPea (Cowpea), released by ARS scientists in Charleston, South
Carolina, FY 2008

Cowpea: US11-36, US11-37, and US11-38, Cowpea, released by ARS scientists in Charleston,
South Carolina, FY 2009

Dry Bean: USWK-CBB-17, released by ARS scientists in Prosser, Washington, FY 2006
Dry Bean: BD1003 Cranberry Dry Bean, released by ARS scientists in Prosser, Washington, FY 2008

Dry Bean: USCR-CBB-20 Dry Bean-Cranberry Market Class, released by ARS scientists in Prosser,
Washington, FY 2008

Dry Pea: Spector, Dry Pea, released by ARS scientists in Pullman, Washington, FY 2006

Kidney Bean: Silver Cloud White Kidney Bean, released by ARS scientists in Prosser, Washington,
FY 2006

Lentil: Riveland, Lentil, released by ARS scientists in Albany, California, FY 2007

Lentil: Cedar, Lentil, released by ARS scientists in Pullman, Washington, FY 2008

Lentil: Shasta, Lentil, released by ARS scientists in Pullman, Washington, FY 2008

Lentil: Essex, Lentil released by ARS scientists in Pullman, Washington, FY 2009

Lentil: Morena, Spanish Brown Type Lentil, released by ARS scientists in Pullman, Washington, FY 2010
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Pea: Medora, released by ARS scientists in Pullman, Washington, FY 2006

Pea: Windham, released by ARS scientists in Pullman, Washington, FY 2006
Pea: RIL 846-34, RIL 846-40, RIL 847-36, released by ARS scientists in Pullman, Washington, FY 2007

Pea: 00-5001, 00-5003, 00-5004, 00-5005, 00-5006 and 00-5007 Fusarium Wilt and Root Rot Resistant
Green Pea Breeding Lines, released by ARS scientists in Prosser, Washington, FY 2010

Pinto Bean: Quincy, Pinto Bean, released by ARS scientists in Prosser, Washington, FY 2006

Southernpea: Greenpack-DG, Southernpea, released by ARS scientists in Charleston, South

Carolina, FY 2006

OIL CROPS (65 Releases)
Lesquerella: WCL-LO3, released by ARS scientists in Maricopa, Arizona, FY 2006

Peanut:
Peanut:
Peanut:
Peanut:
Peanut:

Peanut:

C724-19-15, Peanut, released by ARS scientists in, Tifton, Georgia, FY 2007
TIFGP-1, Peanut, released by ARS scientists in Tifton, Georgia, FY 2007
Georganic, Peanut, released by ARS scientists in Tifton, Georgia, FY 2007
GS-CRSP15, Peanut, released by ARS scientists in Griffin, Georgia, FY 2008

Red River Runner Peanut, released by ARS scientists in Lubbock, Texas, FY 2009
C724-19-25, Peanut, released by ARS scientists in Tifton, Georgia, FY 2010

Safflower: WSRCO01, WSRCO02, WSRCO03, Safflower, released by ARS scientists in Pullman,

Soybean:
Soybean:
Soybean:
Soybean:
Soybean:
Soybean:

Soybean:
Soybean:
Soybean:
Soybean:
Soybean:
Soybean:
Soybean:
Soybean:
Soybean:
Soybean:
Soybean:
Soybean:

Washington, FY 2007

Minimax Soybean, released by ARS scientists in Beltsville, Maryland, FY 2006
DS4-SCNO5, released by ARS scientists in Stoneville, Mississippi, FY 2006
Nitrasoy Soybean, released by ARS scientists in Raleigh, North Carolina, FY 2006
Stout-RPS1K, Soybean, released by ARS scientists in Wooster, Ohio, FY 2006
Prohio, Soybean, released by ARS scientists in Wooster, Ohio, FY 2006

S01-9364 and S01-9391 Soybean Germplasm lines Resistant to Soybean Cyst Nematode
and Seed Oil Low in Linolenic, released by ARS scientists in Columbia, Missouri, FY 2007

HC99-2763, released by ARS scientists in Wooster, Ohio, FY 2007

Wooster, Soybean, released by ARS scientists in Wooster, Ohio, FY 2007
Glycine, Soybean, released by ARS scientists in Raleigh, North Carolina, FY 2007
N8001, Soybean, released by ARS scientists in Raleigh, North Carolina, FY 2007
Barc-19, Soybean, released by ARS scientists in Beltsville, Maryland, FY 2008
N8101, Soybean, released by ARS scientists in Raleigh, North Carolina, FY 2008
Triple Null Soybean, released by ARS scientists in Columbia, Missouri, FY 2009
LG-04-6863, released by ARS scientists in Urbana, lllinois, FY 2009

N6202, Soybean, released by ARS scientists in Raleigh, North Carolina, FY 2009
SB-01, Soybean, released by ARS scientists in Columbia, Missouri, FY 2010
DS-880, Soybean, released by ARS scientists in Stoneville, Mississippi, FY 2010
LG00-6925, Soybean, released by ARS scientists in Urbana, lllinois, FY 2010
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Soybean: LG04-6000, Soybean, released by ARS scientists in Urbana, lllinois, FY 2010
Soybean: N7003CN, Soybean Cultivar, released by ARS scientists in Raleigh, North Carolina, FY 2010
Sunflower: RS3, Sunflower Germplasm, released by ARS scientists in Fargo, North Dakota, FY 2006

Sunflower: RHA 461, RHA 462, RHA 463, RHA 464, Sunflower, released by ARS scientists in
Fargo, North Dakota, FY 2006

Sunflower: HA 465, HA 466, HA 467, RHA 468, Sunflower, released by ARS scientists in Fargo,
North Dakota, FY 2006

Sunflower: HA 458, HA 459, HA 460, Sunflower, released by ARS scientists in Fargo, North
Dakota, FY 2006

Sunflower: HA 469, RHA 470, RHA 471, Sunflower, released by ARS scientists in Fargo, North
Dakota, FY 2007

Sunflower: CONFSCLB1, CONFSCLB2, and CONFSCLR1 to CONFSCLRE6, released by ARS
scientists in, Fargo, North Dakota, FY 2007

Sunflower: TOCOB1, TOCOR1, TOCOR2 Sunflower, released by ARS scientists in Fargo, North
Dakota, FY 2008

Sunflower: RS5, Sunflower, released by ARS scientists in Fargo, North Dakota, FY 2010

Sunflower: RHA 472, RHA 473, RHA 474, RHA 475, Oilseed Sunflower, released by ARS scientists
in Fargo, North Dakota, FY 2011

Vernonia: WCL-VP1, Vernonia, released by ARS scientists in Maricopa, Arizona, FY 2006
Vernonia: WCL-VP2, Vernonia, released by ARS scientists in Maricopa, Arizona, FY 2007
Vernonia: WCL-VP3, Vernonia, released by ARS scientists in Maricopa, Arizona, FY 2007

SMALL FRUIT CROPS (29 Releases)

Blackberry: Wild Treasure Thornless Trailing Blackberry, released by ARS scientists in Corvallis,
Oregon, FY 2006

Blackberry: Newberry Trailing Blackberry, released by ARS scientists in Corvallis, Oregon, FY 2009
Blackberry: Onyx Blackberry, released by ARS scientists in Corvallis, Oregon, FY 2010
Blueberry: Blue Suede Blueberry Cultivar, released by ARS scientists in Griffin, Georgia, FY 2008

Blueberry: Earlibirdblue, Southern Highbrush Blueberry, released by ARS scientists in Poplarville,
Mississippi, FY 2011

Blueberry: Prince Rabbiteye Blueberry, released by ARS scientists in Poplarville, Mississippi, FY 2008
Blueberry: TH-605, released by ARS scientists in Washington, DC, FY 2009

Blueberry: Pearl Blueberry, released by ARS scientists in Poplarville, Mississippi, FY 2010

Blueberry: Sweetheart Blueberry, released by ARS scientists in Beltsville, Maryland, FY 2010

Blueberry: Razz, Highbush Blueberry Cultivar, released by ARS scientists in Beltsville, Maryland, FY 2010
Blueberry: TH-681, released by ARS scientists in Beltsville, Maryland, FY 2010

Blueberry: TH-743, released by ARS scientists in Beltsville, Maryland, FY 2010

Blueberry: TH-754, released by ARS scientists in Beltsville, Maryland, FY 2010

Blueberry: TH-759, released by ARS scientists in Beltsville, Maryland, FY 2010

Blueberry: TH-761, released by ARS scientists in Beltsville, Maryland, FY 2010
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Blueberry: TH-763, released by ARS scientists in Beltsville, Maryland, FY 2010

Blueberry: Summer Sunset, Blueberry, released by ARS scientists in Beltsville, Maryland, FY 2011

Gooseberry: Jeanne, Gooseberry Cultivar, released by ARS scientists in Corvallis, Oregon, FY 2007

Grape: Dwarf Grapevine, released by ARS scientists in Geneva, New York, FY 2006

Grape: Eudora, Muscadine Grape, released by ARS scientists in Poplarville, Mississippi, FY 2007

Grape: Sunglo, Raisin Grape Cultivar, released by ARS scientists in Parlier, California, FY 2010

Grape: Scout, Hybrid Grape Cultivar, released by ARS scientists in Geneva, New York, FY 2010

Grape: Matador, Grape, released by ARS scientists in Geneva, New York, FY 2010

Grape: Kingfisher, Grape, released by ARS scientists in Geneva, New York, FY 2010

Grape: Minotaur, Grape, released by ARS scientists in Geneva, New York, FY 2010

Grape: F10, Grape, released by ARS scientists in Parlier, California, FY 2011

Raspberry: Vintage Red Raspberry, released by ARS scientists in Corvallis, Oregon, FY 2011

Strawberry: Stolo Strawberry, released by ARS scientists in Corvallis, Oregon, FY 2007

Strawberry: Valley Red Strawberry, released by ARS scientists in Corvallis, Oregon, FY 2009

Sugarbeet:
Sugarbeet:
Sugarbeet:
Sugarbeet:
Sugarbeet:
Sugarbeet:
Sugarbeet:
Sugarbeet:
Sugarbeet:
Sugarbeet:

Sugarbeet:
Sugarbeet:

Sugarbeet:
Sugarbeet:
Sugarbeet:

Sugarbeet:
Sugarbeet:
Sugarbeet:
Sugarbeet:

SUGAR CROPS (52 Releases)

EL53 Sugarbeet, released by ARS scientists in East Lansing, Michigan, FY 2006

FC723, Sugarbeet Line, released by ARS scientists in Fort Collins, Colorado, FY 2006
FC723 CMS, Sugarbeet Line, released by ARS scientists in Fort Collins, Colorado, FY 2006
EL-X1 Sugarbeet, released by ARS scientists in East Lansing, Michigan, FY 2006

EL-X2 Sugarbeet, released by ARS scientists in East Lansing, Michigan, FY 2006

EL-X3 Sugarbeet, released by ARS scientists in East Lansing, Michigan, FY 2006

EL-X4 Sugarbeet, released by ARS scientists in East Lansing, Michigan, FY 2006

FC7221 Sugarbeet, released by ARS scientists in Fort Collins, Colorado, FY 2008

FC7220 Sugarbeet, released by ARS scientists in Fort Collins, Colorado, FY 2008

C812-41 and C812-41CMS Sugarbeet Beta, released by ARS scientists in Salinas,
California, FY 2008

EL54 Sugarbeet, released by ARS scientists in East Lansing, Michigan, FY 2008

F1017, F1018, F1019, F1020, F1021, F1022, F1023, released by ARS scientists in
Fargo, North Dakota, FY 2009

EL55 Sugarbeet, released by ARS scientists in East Lansing, Michigan, FY 2009
SR98 Sugarbeet, released by ARS scientists in East Lansing, Michigan, FY 2009

CN12-446, CN12-770, and CN72-652, Sugarbeet, released by ARS scientists in
Salinas, California, FY 2009

FC1018, Sugarbeet, released by ARS scientists in Fort Collins, Colorado, FY 2009
FC1019, Sugarbeet, released by ARS scientists in Fort Collins, Colorado, FY 2009
FC1020, Sugarbeet, released by ARS scientists in Fort Collins, Colorado, FY 2009
FC1022, Sugarbeet, released by ARS scientists in Fort Collins, Colorado, FY 2009

10
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Sugarbeet: F1024, Sugarbeet, released by ARS scientists in Fargo, North Dakota, FY 2010

Sugarbeet: SR98/2, Sugarbeet, released by ARS scientists in East Lansing, Michigan, FY 2011

Sugarbeet: F1025, F1026, and F1027, released by ARS scientists in Fargo, North Dakota, FY 2011

Sugarcane: HOCP 00-950 Sugarcane Cultivar, released by ARS scientists in Houma, Louisiana,
FY 2007

Sugarcane: HOCP 91-552, released by ARS scientists in Houma, Louisiana, FY 2007

Sugarcane: HO 00-961, Sugarcane, released by ARS scientists in Houma, Louisiana, FY 2007

Sugarcane: L 79-1002, High Fiber Sugarcane Variety, released by ARS scientists in St. Gabriel,
Louisiana, FY 2007

Sugarcane: CP 00-1101, released by ARS scientists in Canal Point, Florida, FY 2007

Sugarcane: CP 00-1446, released by ARS scientists in Canal Point, Florida, FY 2007

Sugarcane: CP 00-2180, released by ARS scientists in Canal Point, Florida, FY 2007

Sugarcane: CP 88-1165, released by ARS scientists in Canal Point, Florida, FY 2007

Sugarcane: CP 01-1372 Sugarcane, released by ARS scientists in Canal Point, Florida, FY 2008

Sugarcane: CPCL 97-2730 Sugarcane, released by ARS scientists in Canal Point, Florida, FY 2008

Sugarcane: CPCL 99-4455 Sugarcane, released by ARS scientists in Canal Point, Florida, FY 2009

Sugarcane: CP 03-1912, Sugarcane Cultivar, released by ARS scientists in Canal Point, Florida, FY 2010

Sugarcane: CPCL 00-4111, Sugarcane Cultivar, released by ARS scientists in Canal Point, Florida,
FY 2010

Sugarcane: CPCL 02-0926, released by ARS scientists in Canal Point, Florida, FY 2011

Sugarcane: CPCL 02-1295, released by ARS scientists in Canal Point, Florida, FY 2011

Sugarcane: CPCL 95-2287, released by ARS scientists in Canal Point, Florida, FY 2011

Sugarcane: CP 04-1935, released by ARS scientists in Canal Point, Florida, FY 2011

Sugarcane: CP 04-1844, released by ARS scientists in Canal Point, Florida, FY 2011

Sugarcane: CP 04-1566, released by ARS scientists in Canal Point, Florida, FY 2011

TREE FRUITS (28 Releases)

Apple: G.778, Apple, released by ARS scientists in Geneva, New York, FY 2010
Apple: G.890, Apple, released by ARS scientists in Geneva, New York, FY 2010
Apple: G.214, Apple, released by ARS scientists in Geneva, New York, FY 2010
Apple: G.222, Apple, released by ARS scientists in Geneva, New York, FY 2010
Apple: G.707, Apple, released by ARS scientists in Geneva, New York, FY 2010
Apple: G.87, Apple, released by ARS scientists in Geneva, New York, FY 2010
Apple: G.969, Apple, released by ARS scientists in Geneva, New York, FY 2010
Apple: G.210, Apple, released by ARS scientists in Geneva, New York, FY 2010
Apple: G.179, Apple, released by ARS scientists in Geneva, New York, FY 2010
Apricot: Bolaroja, Apricot, released by ARS scientists in Parlier, California, FY 2007
Apricot: Primarosa, Apricot, released by ARS scientists in Parlier, California, FY 2007

11
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Apricot: TWOCOT, Apricot, released by ARS scientists in Parlier, California, FY 2011

Citrus Rootstock: US-897, released by ARS scientists in Fort Pierce, Florida, FY 2006

Citrus Rootstock: US-802, released by ARS scientists in Fort Pierce, Florida, FY 2006

Citrus Rootstock: US-942, released by ARS scientists in Fort Pierce, Florida, FY 2010
Mandarin: U.S. Early Pride, released by ARS scientists in Fort Pierce, Florida, FY 2009
Orange: US Seedless Pineapple Orange, released by ARS scientists in Fort Pierce, Florida, FY 2009
Peach: August Prince, Peach, released by ARS scientists in Byron, Georgia, FY 2006

Peach: Early August, Peach, released by ARS scientists in Byron, Georgia, FY 2006

Peach: Gulfcrimson (AP01-7), Peach, released by ARS scientists in Byron, Georgia, FY 2007
Peach: HB X OK'10', released by ARS scientists in Davis, California, FY 2009

Peach: HB X OK '32', released by ARS scientists in Davis, California, FY 2009

Peach: KV981175 Peach, released by ARS scientists in Kearneysville, West Virginia, FY 2009
Peach: KV00398, released by ARS scientists in Kearneysville, West Virginia, FY 2009

Peach: HBOK 50, Peach Rootstock, released by ARS scientists in Parlier, California, FY 2010

Pear: Sunrise, Pear Cultivar, with Superior Resistance to Fire Blight and Excellent Fruit Quality,
released by ARS scientists in Kearneysville, West Virginia, FY 2006

Plum: Sharpe (FLA1-1), Plum, released by ARS scientists in Byron, Georgia, FY 2007
Plum: Orablue Plum, released by ARS scientists in Kearneysville, West Virginia,FY 2010

TREE NUTS (4 Releases)
Pecan: Lakota, Pecan, released by ARS scientists in College Station, Texas, FY 2007
Pecan: Mandan Pecan, released by ARS scientists in College Station, Texas, FY 2009
Pecan: Apalachee Pecan, released by ARS scientists in College Station, Texas, FY 2009

Pecan: Lipan, Pecan, released by ARS scientists in College Station, Texas, FY 2011

VEGETABLES (69 Releases)
Broccoli: USVL089, Broccoli, released by ARS scientists in Charleston, South Carolina, FY 2006

Broccoli: USVL115-GL, USVL115-NG, USVL188-GL, USVL188-NG, Broccoli, released by ARS
scientists in Charleston, South Carolina, FY 2008

Carrot: B1111, Carrot, released by ARS scientists in Madison, Wisconsin, FY 2007

Lettuce: Lines 04-0344, 04-0350, 04-0353, 04-0363, 04-0368, 04-0375, and 04-0379, seven
breeding lines of crisphead lettuce, released by ARS scientists in Salinas, California, FY
2006

Lettuce: RHO05-0336, RH05-0339, and RH05-0340, F9 iceberg type lettuce breeding lines with
resistance to Verticillium wilt, released by ARS scientists in Salinas, California, FY 2007

Lettuce: MUO06-857, released by ARS scientists in Salinas, California, FY 2008

Lettuce: RHO04-0157-3, a BLS resistant F4:5 breeding line, released by ARS scientists in Salinas,
California, FY 2008

12
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Lettuce:

Lettuce:
Lettuce:
Lettuce:
Lettuce:

Lettuce:

Onion:
Onion:

Onion:

Pepper:
Pepper:
Pepper:
Pepper:
Pepper:
Pepper:
Pepper:

Pepper:

Pepper:

Pepper:

Pepper:

Potato:
Potato:

Potato:

Potato:
Potato:
Potato:
Potato:
Potato:
Potato:
Potato:

Potato:

RHO07-0370M, RH07-0373M, RH07-0379M, RH0O7-0380M, RH07-0386M, and RHO7-
0387M, six F6:8 breeding lines selected from RH04-0157-3 for improved horticultural
characteristics, released by ARS scientists in Salinas, California, FY 2008

MUO06-859 Lettuce, released by ARS scientists in Salinas, California, FY 2008

06-831-1 and 06-833-1 Lettuce, released by ARS scientists in Salinas, California, FY 2009
06-810-1 Lettuce, released by ARS scientists in Salinas, California, FY 2009

SMO9A and SMO09B Lettuce, released by ARS scientists in Salinas, California, FY 2010
RHO08-0472 and RH08-0475, Lettuce, released by ARS scientists in Salinas, California, FY 2011

OH-1, released by ARS scientists in Madison, Wisconsin, FY 2007
SKI-1 A&B, released by ARS scientists in Madison, Wisconsin, FY 2007
B8667 A&B, released by ARS scientists in Madison, Wisconsin, FY 2007

05C113-7, Pepper, released by ARS scientists in Washington, DC, FY 2007

05C69-12, Pepper, released by ARS scientists in Washington, DC, FY 2007

05C37-3, Pepper, released by ARS scientists in Washington, DC, FY 2007

06C84, Pepper, released by ARS scientists in Washington, DC, FY 2007

05C104-4, Pepper, released by ARS scientists in Washington, DC, FY 2007

Numex Las Cruces, Cayenne Pepper, released by ARS scientists in Kimberly, Idaho, FY 2011

PA-559, Habanero-Type Pepper, released by ARS scientists in Charleston, South Carolina,
FY 2008

PA-560, Habanero-Type Pepper, released by ARS scientists in Charleston, South Carolina,
FY 2009

PA-566, Pimento-Type Pepper, released by ARS scientists in Charleston, South Carolina,
FY 2010

Tigerpaw-NR, Habanero-Type Pepper, released by ARS scientists in Charleston, South
Carolina, FY 2006

Truhart-NR, Pimento-Type Pepper, released by ARS scientists in Charleston, South
Carolina, FY 2009

Blazer Russet, Potato, released by ARS scientists in Aberdeen, Idaho, FY 2006
Peter Wilcox, Potato, released by ARS scientists in Beltsville, Maryland, FY 2007

Premier Russet, Potato, A93157-6LS, released by ARS scientists in Aberdeen, Idaho, FY
2007

Highland, A9045-7, Potato released by ARS scientists in Aberdeen, Idaho, FY 2007

Yukon Gem, NDA5507-3Y, Potato, released by ARS scientists in Aberdeen, Idaho, FY 2007
A84180-8, released by ARS scientists in Aberdeen, Idaho, FY 2008

A88338-1, released by ARS scientists in Aberdeen, Idaho, FY 2008

Classic Russet, Potato, released by ARS scientists in Aberdeen, Idaho, FY 2009
Clearwater Russet, Potato, released by ARS scientists in Aberdeen, Idaho, FY 2009

Alpine Russett, released by ARS scientists in Aberdeen, Idaho, FY 2009

M1,M2,M3,M4,and M5 Advanced Selections, Potato, released by ARS scientists in
Madison, Wisconsin, FY 2011
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Spinach: 03-04-9, Spinach Breeding Line, released by ARS scientists in Salinas, California, FY 2006
Spinach: 03-04-63, Spinach Breeding Line, released by ARS scientists in Salinas, California, FY 2007
Sweet Potato: Charleston Scarlet, released by ARS scientists in Charleston, South Carolina, FY 2006

Sweet Potato: W-311 and W-361, Multiple Pest-Resistant Orange-Fleshed Sweet Potoato
Breeding Lines, released by ARS scientists in Charleston, South Carolina, FY 2007

Sweet Potato: W-315 and W-388, Sweet Potato, released by ARS scientists in Charleston, South
Carolina, FY 2007

Table Beet: TBELL, released by ARS scientists in East Lansing, Michigan, FY 2006
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APPENDIX 4

National Program 301
Plant Genetic Resources, Genomics, and Genetics Improvement

ACCOMPLISHMENT REPORT 2006 — 2011

Selected Supporting Information and Documentation for Accomplishments and
Impact of NP 301 Research

RELATIONSHIP OF NATIONAL PROGRAM 301 TO THE ARS STRATEGIC PLAN:

Outputs of NP 301 research support the actionable strategies associated with the performance
measure shown below from the ARS Strategic Plan for 2006- 2011, Strategic Goal 2, Enhance the
Competitiveness and Sustainability of Rural and Farm Economies; Objective 2.2: Increase The
Efficiency Of Domestic Agricultural Production And Marketing Systems.

Performance Measure 2.2.3: Expand, maintain, and protect our genetic resource base,
increase our knowledge of genes, genomes, and biological processes, and provide
economically and environmentally sound technologies that will improve the production
efficiency, health, and value of the Nation’s crops.

Target: New technologies developed and used by ARS customers to increase production
efficiency and enhance the economic value and quality of U.S. crop production while decreasing
the environmental footprint of production systems.

PLANNING AND COORDINATION — SELECTED NP 301 WORKSHOPS AND STAKEHOLDER GATHERINGS:

NP 301 Customer and Stakeholder Workshop, Baltimore, Maryland, November 2005.

Plant Germplasm Operations Committee Annual Meetings, Beltsville, Maryland, 2006-2011.
National Plant Germplasm Committee Annual Meetings, 2006-2011.

Floriculture and Nursery Research Initiative Researchers’ Workshop; Portland, Oregon, June 2006
and Cleveland, Ohio, October 2009.

ARS Wine/Grape Research Workshops; Kennewick, Washington, July 2007 and Charlottesville,
Virginia, October 2010.

ARS National Sugarcane Workshop, Houma, Louisiana, August 29-31, 2007.

Potato Expo Research Brainstorming Session, Orlando, Florida, January 6, 2010.

ARS - Industry Sugarbeet Meeting, Orlando, Florida, February 24, 2009.

National HLB/ACP Research Coordination Launching Workshop, Washington, D.C., December 2 —
3, 2009.

Citrus Strategic Research Planning Meeting, Beltsville, Maryland, March 2-3, 2010.

e Citrus Health Research Forum, Denver, Colorado, June 16-18, 2010.

¢ National Clean Plant Network Stakeholder Workshops; Riverdale, Maryland, May 8-9, 2007, and
Davis, California, May 11-13, 2010.
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¢ Pulse Health Initiative Workshop- Planning Meeting, Beltsville, Maryland, November 18, 2009.
National Vegetable Crop Initiative (NVCI) strategic planning workshop, Denver, Colorado, May 12-
13, 2008.

o USDA National Institute of Food and Agriculture (NIFA) Customer Workshop, Washington, D.C.,
April 2010.

e Crop Germplasm Committee Chairs Biennial Meetings, various locations, 2006, 2008, and 2010.

GRIN-Global Project Technical Steering Group Meetings, Beltsville, Maryland and Ames, lowa,

2008, 2009, 2010.

World Cocoa Foundation-ARS Research Roundtables, quarterly, various locations, 2006-2011.

Mars-ARS Cocoa Research Initiative Planning Workshop, 2006.

Mars-ARS Cocoa Research Review, 2008.

U. S.-Mexico-Canada NORGEN Genetic Resources Annual Meetings, 2007-2011.

American Seed Research Summit (ARS co-organized), 2008.

ARS Pacific Basin Agricultural Research Center Customer/Stakeholder Workshop, Hilo, Hawaii,

2008.

EXTERNAL AWARDS:

Peer-reviewed research grants and stakeholder awards are a useful indicator of the quality and value of
the NP 301 program. From 2006 to 2011, NP 301 National Program scientists were awarded 555
grants and awards that complemented and enhanced the objectives of the NP 301 Action Plan. As you
can see from Table 1 below, the largest portion of the external funding sources were from industry
(47.7 percent) — evidence that the research is valued by stakeholders. University grants were the
second largest number, and usually involved cooperative research projects jointly conducted with
university partners. ARS scientists were also successful in competing outright for grants from other
Federal sources (80 in all).

External Grant Sources of Funding for National Program 301 Projects - 2006-2011
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Table 1. Peer-reviewed research grants and awards given to NP 301 project scientists from 2006-2011.
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SCIENTIST TRAINING:

The training and preparing of young scientists for careers in agriculture is critical for sustaining our
modern society. Table 2 shows that from 2006-2011 NP 301 National Program scientists trained and
mentored more than 2,000 postdoctoral fellows and graduate and undergraduate students. Together,
the external research grants and awards, and the training of young scientists are important measures of
the leadership and community stewardship that NP 301 research leaders and scientists are contributing
to agriculture and related sciences.

Postdoctoral Graduate Undergraduate
Fellows Students Students
Total 302 394 1,400

Table 2. Students trained by NP 301 research leaders and scientists from 2006-2011.
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